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Resource Information

URL.: http://www.ebi.ac.uk/ipd/mhc/bola/

Proper Citation: BoLA Nomenclature: International Society for Animal Genetics
(RRID:SCR_008142)

Description: This website is intended to be the definitive source of information on the bovine
major histocompatibility complex - its genes, proteins and polymorphism. Its purpose is to
collate data on the Bovine Leucocyte Antigens (BoLA) and provide a forum for the analysis
and nomenclature of polymorphisms in the genes and proteins of the bovine MHC. The
BoLA nomenclature committee is a standing committee of the International Society for
Animal Genetics. Its purpose is to collate data on the Bovine Leucocyte Antigens (BoLA) and
provide a forum for the analysis and nomenclature of polymorphisms in the genes and
proteins of the bovine MHC. The information gathered here is based on the BoLA workshop
reports, which are published in Animal Genetics and the European Journal of
Immunogenetics. The workshop report data are reproduced with the permission of the
publishers Blackwell Science, and other text on the site is used with the permission of CRC
Press.

Synonyms: International Society for Animal Genetics
Resource Type: data or information resource, database

Keywords: gene, genetic, animal, antigen, bovine, complex, histocompatibility,
immunogenetic, leucocyte, nomenclature, polymorphism, protein, journal article
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Ratings and Alerts

No rating or validation information has been found for BoLA Nomenclature: International
Society for Animal Genetics.

No alerts have been found for BoOLA Nomenclature: International Society for Animal Genetics.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 15 mentions in open access literature.

Listed below are recent publications. The full list is available at FD| Lab - SciCrunch.org.
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