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Proper Citation

mAdb (RRID:SCR_006677)

Resource Information

URL: https://madb.nci.nih.gov/

Proper Citation: mAdb (RRID:SCR_006677)

Description: Microarray data management and analysis system for NCI / Center for Cancer
Research scientists / collaborators. Data is secured and backed up on a regular basis, and
investigators can authorize levels of access privileges to their projects, allowing data privacy
while still enabling data sharing with collaborators.

Abbreviations: mAdb

Synonyms: Mad Bee, microArray database, Micro-array Database at the National Cancer
Institute, NCI/CIT microArray database

Resource Type: storage service resource, analysis service resource, data or information
resource, service resource, database, data repository, production service resource, data
analysis service

Defining Citation: PMID:14728569

Keywords: microarray, bioinformatics, data management, analysis, gene expression,
affymetrix, image, alignment, gene array list, cdna, oligonucleotide, gene discovery,
prediction, comparison, cancer, FASEB list

Funding: Center for Information Technology

Availability: Account required, Restricted to NIH users/collaborators, The community can
contribute to this resource



https://scicrunch.org/scicrunch
https://scicrunch.org/scicrunch/data/record/nlx_144509-1/SCR_006677/resolver
https://madb.nci.nih.gov/
https://pubmed.ncbi.nlm.nih.gov/14728569

Resource Name: mAdb

Resource ID: SCR_006677

Alternate IDs: nif-0000-00171

Alternate URLSs: http://nciarray.nci.nih.gov/
Record Creation Time: 20220129T080237+0000

Record Last Update: 20250528T060735+0000

Ratings and Alerts
No rating or validation information has been found for mAdb.

No alerts have been found for mAdb.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 36 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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