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Resource Information

URL: http://www.pdgene.org/

Proper Citation: PDGene - A database for Parkinsons disease genetic association studies 
(RRID:SCR_006666)

Description: The PDGene database aims to provide a comprehensive, unbiased and 
regularly updated collection of genetic association studies performed on Parkinson's disease 
(PD) phenotypes. Eligible publications are identified following systematic searches of 
scientific literature databases, as well as the table of contents of journals in genetics, 
neurology, and psychiatry. The database can be searched either by a variety of dropdown 
menus or by specific keywords. For each gene, summary overviews are provided displaying 
key characteristics for each publication, including links to genotype distributions of the 
polymorphisms studied, random-effects allelic meta-analyses, and funnel plots for an 
assessment of publication bias. The PDGene database, developed by Massachusetts 
General Hospital/Harvard Medical School, The Michael J. Fox Foundation and the Alzheimer 
Research Forum, is supported by a grant from The Michael J. Fox Foundation in partnership 
with the Alzheimer Research Forum.

Synonyms: PDGene

Resource Type: database, data or information resource

Keywords: gene, genetic association studies, allelic meta-analyses, genotype, human, 
literature, parkinson&apos, phenotypes, polymorphisms, s disease, FASEB list

Resource Name: PDGene - A database for Parkinsons disease genetic association studies
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Resource ID: SCR_006666

Alternate IDs: nif-0000-00572

Ratings and Alerts

No rating or validation information has been found for PDGene - A database for Parkinsons 
disease genetic association studies.

No alerts have been found for PDGene - A database for Parkinsons disease genetic 
association studies.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 90 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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