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Ribosomal Database Project

RRID:SCR_006633
Type: Tool

Proper Citation

Ribosomal Database Project (RRID:SCR_006633)

Resource Information

URL.: http://rdp.cme.msu.edu

Proper Citation: Ribosomal Database Project (RRID:SCR_006633)

Description: A database which provides ribosome related data services to the scientific
community, including online data analysis, rRNA derived phylogenetic trees, and aligned and
annotated rRNA sequences. It specifically contains information on quality-controlled, aligned
and annotated bacterial and archaean 16S rRNA sequences, fungal 28S rRNA sequences,
and a suite of analysis tools for the scientific community. Most of the RDP tools are now
available as open source packages for users to incorporate in their local workflow.

Abbreviations: RDP
Synonyms: Ribosomal Database Project
Resource Type: data or information resource, database, resource

Defining Citation: PMID:24288368, PMID:17586664

Keywords: microbiome, database, rrna gene sequence, rrna, ribosome, genome browser,
high-throughput sequencing, bacteria, archaea, fungi, FASEB list
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https://pubmed.ncbi.nlm.nih.gov/24288368
https://pubmed.ncbi.nlm.nih.gov/17586664
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Availability: Open source

Resource Name: Ribosomal Database Project

Resource ID: SCR_006633

Alternate IDs: nif-0000-03404, OMICS 01513

License: Creative Commons Attribution-ShareAlike 3.0 Unported License
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Ratings and Alerts
No rating or validation information has been found for Ribosomal Database Project .

No alerts have been found for Ribosomal Database Project .

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 1372 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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structure of offspring piglets through the gut-breast axis. Animal nutrition (Zhongguo xu mu
shou yi xue hui), 19, 386.

Xu X, et al. (2024) Protorhabditis nematodes and pathogen-antagonistic bacteria
interactively promote plant health. Microbiome, 12(1), 221.

Zhu'Y, et al. (2024) Adipose Tissue-Resident Sphingomonas Paucimobilis Suppresses
Adaptive Thermogenesis by Reducing 15-HETE Production and Inhibiting AMPK Pathway.
Advanced science (Weinheim, Baden-Wurttemberg, Germany), 11(47), e2310236.

Zhang J, et al. (2024) Toxicological Analysis of Acetamiprid Degradation by the Dominant
Strain Md2 and Its Effect on the Soil Microbial Community. Toxics, 12(8).




