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Resource Information

URL: http://rgd.mcw.edu

Proper Citation: Rat Genome Database (RGD) (RRID:SCR_006444)

Description: Database for genetic, genomic, phenotype, and disease data generated from
rat research. Centralized database that collects, manages, and distributes data generated
from rat genetic and genomic research and makes these data available to scientific
community. Curation of mapped positions for quantitative trait loci, known mutations and
other phenotypic data is provided. Facilitates investigators research efforts by providing tools
to search, mine, and analyze this data. Strain reports include description of strain origin,
disease, phenotype, genetics, immunology, behavior with links to related genes, QTLS, sub-
strains, and strain sources.

Abbreviations: RGD
Synonyms: , Rat Genome Database, RGD

Resource Type: data or information resource, service resource, data repository, database,
storage service resource

Defining Citation: PMID:23434633, PMID:18996890, PMID:17151068

Keywords: RIN, Resource Information Network, mouse, rat, human, gene, gtl, marker, map,
strain, sequence, est, genome, ontology, pathway, comparative genomics, physiology,
phenotype, disease, model organism, proteomics, function, genetic, genomic, variation,
immunology, behavior, knockout, inbred rat strain, mutant, congenic rat, recombinant inbred
rat, data analysis service, organism supplier, genotype, gold standard, FASEB list

Funding: NHLBI
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Availability: Free, Freely available

Resource Name: Rat Genome Database (RGD)
Resource ID: SCR_006444

Alternate IDs: nif-0000-00134, OMICS_01660
License: CC BY 4.0

License URLSs: https://rgd.mcw.edu/wg/general-search/, http://rgd.mcw.edu/registration-
entry.shtml, https://rgd.mcw.edu/wg/about-us/

Record Creation Time: 20220129T080236+0000

Record Last Update: 20250412T055054+0000

Ratings and Alerts
No rating or validation information has been found for Rat Genome Database (RGD).

No alerts have been found for Rat Genome Database (RGD).

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 268 mentions in open access literature.

Listed below are recent publications. The full list is available at FD| Lab - SciCrunch.org.
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