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Proper Citation

BioGPS: The Gene Portal Hub (RRID:SCR_006433)

Resource Information

URL: http://biogps.org/

Proper Citation: BioGPS: The Gene Portal Hub (RRID:SCR_006433)

Description: An extensible and customizable gene annotation portal that emphasizes 
community extensibility and user customizability. It is a complete resource for learning about 
gene and protein function. Community extensibility reflects a belief that any BioGPS user 
should be able to add new content to BioGPS using the simple plugin interface, completely 
independently of the core developer team. User customizability recognizes that not all users 
are interested in the same set of gene annotation data, so the gene report layouts enable 
each user to define the information that is most relevant to them. Currently, BioGPS supports 
eight species: Human (Homo sapiens), Mouse (Mus musculus), Rat (Rattus norvegicus), 
Fruitfly (Drosophila melanogaster), Nematode (Caenorhabditis elegans), Zebrafish (Danio 
rerio), Thale-cress (Arabidopsis thaliana), Frog (Xenopus tropicalis), and Pig (Sus scrofa). 
BioGPS presents data in an ortholog-centric format, which allows users to display mouse 
plugins next to human ones. Our data for defining orthologs comes from NCBI's 
HomoloGene database.

Abbreviations: BioGPS

Resource Type: database, data or information resource

Defining Citation: PMID:19919682

Keywords: gene, ortholog, plug-in, report, literature, genetics, expression, reagent, protein, 
pathway, snp, genomics, gene annotation, function, FASEB list
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Funding: Novartis Research Foundation ;
NIGMS R01GM083924

Availability: Free, The community can contribute to this resource

Resource Name: BioGPS: The Gene Portal Hub

Resource ID: SCR_006433

Alternate IDs: nif-0000-10168

Alternate URLs: http://biogps.gnf.org/

Record Creation Time: 20220129T080236+0000

Record Last Update: 20250412T055053+0000

Ratings and Alerts

No rating or validation information has been found for BioGPS: The Gene Portal Hub.

No alerts have been found for BioGPS: The Gene Portal Hub.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 683 mentions in open access literature.
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