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SILVA

RRID:SCR_006423
Type: Tool

Proper Citation

SILVA (RRID:SCR_006423)

Resource Information

URL: http://www.arb-silva.de

Proper Citation: SILVA (RRID:SCR_006423)

Description: High quality ribosomal RNA databases providing comprehensive, quality
checked and regularly updated datasets of aligned small (16S/18S, SSU) and large subunit
(23S/28S, LSU) ribosomal RNA (rRNA) sequences for all three domains of life (Bacteria,
Archaea and Eukarya). Supplementary services include a rRNA gene aligner, online tools for
probe and primer evaluation and optimized browsing, searching and downloading on the
website. The extensively curated SILVA taxonomy and the new non-redundant SILVA
datasets provide an ideal reference for high-throughput classification of data from next-
generation sequencing approaches. Alignment tool, SINA, is available for download as well
as available for use online.

Synonyms: SILVA rRNA database, SILVA - high quality ribosomal RNA databases
Resource Type: data or information resource, database

Defining Citation: PMID:23193283, PMID:24293649, PMID:17947321

Keywords: ribosomal rna, gene sequence, gene, sequence, alignment, taxonomy, 16s, 18s,
23s, 28s, phylogeny, probe, primer, alignment service, fish, arb, ribocon, geoblast, bio.tools

Funding Agency: Max Planck Society, DFG
Availability: Free, Freely available

Resource Name: SILVA



https://scicrunch.org/scicrunch
https://scicrunch.org/scicrunch/data/record/nlx_144509-1/SCR_006423/resolver
http://www.arb-silva.de
https://pubmed.ncbi.nlm.nih.gov/23193283
https://pubmed.ncbi.nlm.nih.gov/24293649
https://pubmed.ncbi.nlm.nih.gov/17947321

Resource ID: SCR_006423

Alternate IDs: biotools:silva, OMICS_ 01514, nif-0000-03464, rid_000103
Alternate URLSs: https://bio.tools/silva

Record Creation Time: 20220129T080236+0000

Record Last Update: 20240625T053456+0000

Ratings and Alerts
No rating or validation information has been found for SILVA.

No alerts have been found for SILVA.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 8534 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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Wong NST, et al. (2024) Characterization of the hoof bacterial communities in feedlot cattle
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Microbiology spectrum, 12(1), e0164923.
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