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VBRC (RRID:SCR_005971)

Resource Information

URL.: http://vbrc.org/index.asp

Proper Citation: VBRC (RRID:SCR_005971)

Description: One of eight Bioinformatics Resource Centers nationwide providing
comprehensive web-based genomics resources including a relational database and web
application supporting data storage, annotation, analysis, and information exchange to
support scientific research directed at viruses belonging to the Arenaviridae, Bunyaviridae,
Filoviridae, Flaviviridae, Paramyxoviridae, Poxviridae, and Togaviridae families. These
centers serve the scientific community and conduct basic and applied research on
microorganisms selected from the NIH/NIAID Category A, B, and C priority pathogens that
are regarded as possible bioterrorist threats or as emerging or re-emerging infectious
diseases. The VBRC provides a variety of analytical and visualization tools to aid in the
understanding of the available data, including tools for genome annotation, comparative
analysis, whole genome alignments, and phylogenetic analysis. Each data release contains
the complete genomic sequences for all viral pathogens and related strains that are available
for species in the above-named families. In addition to sequence data, the VBRC provides a
curation for each virus species, resulting in a searchable, comprehensive mini-review of
gene function relating genotype to biological phenotype, with special emphasis on
pathogenesis.

Abbreviations: VBRC
Synonyms: Viral Bioinformatics Resource Center

Resource Type: service resource, storage service resource, data analysis service, data or
information resource, data repository, database, production service resource, analysis
service resource
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Ratings and Alerts
No rating or validation information has been found for VBRC.

No alerts have been found for VBRC.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 15 mentions in open access literature.
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