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Proper Citation

International Knockout Mouse Consortium (RRID:SCR_005574)

Resource Information

URL: http://www.knockoutmouse.org/

Proper Citation: International Knockout Mouse Consortium (RRID:SCR_005574)

Description: Database of the international consortium working together to mutate all protein-
coding genes in the mouse using a combination of gene trapping and gene targeting in 
C57BL/6 mouse embryonic stem (ES) cells. Detailed information on targeted genes is 
available. The IKMC includes the following programs: * Knockout Mouse Project (KOMP) 
(USA) ** CSD, a collaborative team at the Children''''s Hospital Oakland Research Institute 
(CHORI), the Wellcome Trust Sanger Institute and the University of California at Davis 
School of Veterinary Medicine , led by Pieter deJong, Ph.D., CHORI, along with K. C. Kent 
Lloyd, D.V.M., Ph.D., UC Davis; and Allan Bradley, Ph.D. FRS, and William Skarnes, Ph.D., 
at the Wellcome Trust Sanger Institute. ** Regeneron, a team at the VelociGene division of 
Regeneron Pharmaceuticals, Inc., led by David Valenzuela, Ph.D. and George D. 
Yancopoulos, M.D., Ph.D. * European Conditional Mouse Mutagenesis Program (EUCOMM) 
(Europe) * North American Conditional Mouse Mutagenesis Project (NorCOMM) (Canada) * 
Texas A&M Institute for Genomic Medicine (TIGM) (USA) Products (vectors, mice, ES cell 
lines) may be ordered from the above programs.

Abbreviations: IKMC

Resource Type: database, data or information resource

Defining Citation: PMID:22968824, PMID:21677750

Keywords: gene, knock out mouse, chromosome, allele, c57bl/6, embryonic stem cell, 
vector, mutant, es cell, genome, targeting, gene list, FASEB list

https://scicrunch.org/scicrunch
https://scicrunch.org/scicrunch/data/record/nlx_144509-1/SCR_005574/resolver
http://www.knockoutmouse.org/
https://pubmed.ncbi.nlm.nih.gov/22968824
https://pubmed.ncbi.nlm.nih.gov/21677750


Funding Agency: European Union, NHGRI

Resource Name: International Knockout Mouse Consortium

Resource ID: SCR_005574

Alternate IDs: nlx_146200

Ratings and Alerts

No rating or validation information has been found for International Knockout Mouse 
Consortium.

No alerts have been found for International Knockout Mouse Consortium.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 68 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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