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Identifiers.org (RRID:SCR_003735)

Resource Information

URL.: http://identifiers.org/

Proper Citation: Identifiers.org (RRID:SCR_003735)

Description: A system providing resolvable persistent Uniform Resource Identifiers (URIS)
used to identify data for the scientific community, with a current focus on the Life Sciences
domain. The provision of resolvable identifiers (URLS) fits well with the Semantic Web vision,
and the Linked Data initiative. It provides direct access to the identified data using one
chosen physical location (or resource). If more than one physical locations providing the data
are recorded in the Registry, then you can access them via the top banner or by using a
profile.

Abbreviations: Identifiers.org

Resource Type: identifier resolution, production service resource, service resource
Keywords: identifier, life sciences, bio.tools

Funding:

Availability: Free

Resource Name: Identifiers.org

Resource ID: SCR_003735

Alternate IDs: nlx_157931, biotools:identifiers.org

Alternate URLSs: https://bio.tools/identifiers.org



https://scicrunch.org/scicrunch
https://scicrunch.org/scicrunch/data/record/nlx_144509-1/SCR_003735/resolver
http://identifiers.org/

Record Creation Time: 20220129T080220+0000

Record Last Update: 20250421T053404+0000

Ratings and Alerts
No rating or validation information has been found for Identifiers.org.

No alerts have been found for Identifiers.org.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 49 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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computational analysis and visualization. PLoS computational biology, 17(8), €1009226.

Renz A, et al. (2021) First Genome-Scale Metabolic Model of Dolosigranulum pigrum
Confirms Multiple Auxotrophies. Metabolites, 11(4).

Bernal-Llinares M, et al. (2021) Identifiers.org: Compact ldentifier services in the cloud.
Bioinformatics (Oxford, England), 37(12), 1781.

Yates B, et al. (2021) Updates to HCOP: the HGNC comparison of orthology predictions tool.
Briefings in bioinformatics, 22(6).
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