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Reactome

RRID:SCR_003485
Type: Tool

Proper Citation

Reactome (RRID:SCR_003485)

Resource Information

URL: http://www.reactome.org

Proper Citation: Reactome (RRID:SCR_003485)

Description: Collection of pathways and pathway annotations. The core unit of the
Reactome data model is the reaction. Entities (nucleic acids, proteins, complexes and small
molecules) participating in reactions form a network of biological interactions and are
grouped into pathways (signaling, innate and acquired immune function, transcriptional
regulation, translation, apoptosis and classical intermediary metabolism) . Provides website
to navigate pathway knowledge and a suite of data analysis tools to support the pathway-
based analysis of complex experimental and computational data sets.

Synonyms: Reactome Functional Interaction Network

Resource Type: service resource, data analysis service, data or information resource,
database, production service resource, analysis service resource

Defining Citation: PMID:21082427, PMID:21067998

Keywords: pathway, interaction, reaction, nucleic acid, protein, complex, small molecule,
signaling pathway, immune function, transcriptional regulation, translation, apoptosis,
metabolism, ortholog, visualization, protein-protein interaction, web service, book, biomart,
gold standard, bio.tools, FASEB list

Funding: Ontario Research Fund ;

European Molecular Biology Laboratory ;

NHGRI P41 HG003751,

European Union FP6 ENFIN LSHG-CT-2005-518254;
NIGMS GM080223;
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Availability: Open source, Public, Freely available
Resource Name: Reactome

Resource ID: SCR_003485

Alternate IDs: nif-0000-03390, biotools:reactome
Alternate URLSs: https://bio.tools/reactome
Record Creation Time: 20220129T080219+0000

Record Last Update: 20250426T055627+0000

Ratings and Alerts
No rating or validation information has been found for Reactome.

No alerts have been found for Reactome.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 3580 mentions in open access literature.

Listed below are recent publications. The full list is available at FD| Lab - SciCrunch.org.

Sridhar S, et al. (2025) Targeting TREM2 signaling shows limited impact on cerebrovascular
calcification. Life science alliance, 8(1).

Jiang J, et al. (2025) Identification and validation of glucose metabolism-related gene
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