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Proper Citation

SuperTarget (RRID:SCR_002696)

Resource Information

URL.: http://bioinf-apache.charite.de/supertarget v2/

Proper Citation: SuperTarget (RRID:SCR_002696)

Description: Database for analyzing drug-target interactions, it integrates drug-related
information associated with medical indications, adverse drug effects, drug metabolism,
pathways and Gene Ontology (GO) terms for target proteins. At present (May 2013), the
updated database contains >6000 target proteins, which are annotated with >330 000
relations to 196 000 compounds (including approved drugs); the vast majority of interactions
include binding affinities and pointers to the respective literature sources. The user interface
provides tools for drug screening and target similarity inclusion. A query interface enables
the user to pose complex queries, for example, to find drugs that target a certain pathway,
interacting drugs that are metabolized by the same cytochrome P450 or drugs that target
proteins within a certain affinity range.

Abbreviations: SuperTarget
Resource Type: data or information resource, database

Defining Citation: PMID:22067455, PMID:17942422

Keywords: drug metabolism, drug, cytochrome p450, ontology, pathway, target, compound,
cytochrome, drug target, protein, side effect, protein-protein interaction
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Ratings and Alerts
No rating or validation information has been found for SuperTarget.

No alerts have been found for SuperTarget.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 28 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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