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Proper Citation

Fungal Databases (RRID:SCR_002350)

Resource Information

URL: http://lwww.tigr.org/tdb/fungal/

Proper Citation: Fungal Databases (RRID:SCR_002350)

Description: This website contains a list of five fungal genome databases from The J. Craig
Venter Institute. Aspergillus genomes: -Aspergillus fumigatus (strain-Af 293) -Aspergillus
clavatus -Neosartorya fischeri Other Fungal Genomes: -Cryptococcus neoformans (strain-
JEC21) -Coccidioides posadasii

Synonyms: Fungal Databases
Resource Type: database, data or information resource

Keywords: fumigatus, fungal, fungal genome databases, aspergillus, clavatus, coccidioides
posadasii, cryptococcus neoformans, genome, neosartorya fischeri, FASEB list

Resource Name: Fungal Databases
Resource ID: SCR_002350

Alternate IDs: nif-0000-21158

Ratings and Alerts
No rating or validation information has been found for Fungal Databases.

No alerts have been found for Fungal Databases.

Data and Source Information


https://scicrunch.org/scicrunch
https://scicrunch.org/scicrunch/data/record/nlx_144509-1/SCR_002350/resolver
http://www.tigr.org/tdb/fungal/

Source: SciCrunch Registry

Usage and Citation Metrics
We found 281 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.

Drissi F, et al. (2014) Comparative genomics analysis of Lactobacillus species associated
with weight gain or weight protection. Nutrition & diabetes, 4(2), e109.
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Aspergillus nidulans. Biotechnology for biofuels, 7(1), 46.

Guevara DR, et al. (2014) Functional characterization of the rice UDP-glucose 4-epimerase
1, OsUGEZ1: a potential role in cell wall carbohydrate partitioning during limiting nitrogen
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Krohn NG, et al. (2014) The Aspergillus nidulans ATM kinase regulates mitochondrial
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coupled receptors GprB and GprD in Aspergillus nidulans. PloS one, 8(5), e62088.
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Streptococcus pneumoniae growth and virulence. PloS one, 8(1), e49638.

Wu H, et al. (2013) Anticancer agent shikonin is an incompetent inducer of cancer drug
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Fulle S, et al. (2013) Dual role of the caspase enzymes in satellite cells from aged and young
subjects. Cell death & disease, 4(12), €955.
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66.

Tetu SG, et al. (2013) Impact of DNA damaging agents on genome-wide transcriptional
profiles in two marine Synechococcus species. Frontiers in microbiology, 4, 232.
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