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KAnalyze

RRID:SCR_001323
Type: Tool

Proper Citation

KAnalyze (RRID:SCR_001323)

Resource Information

URL.: http://sourceforge.net/projects/kanalyze/

Proper Citation: KAnalyze (RRID:SCR_001323)
Description: A Java toolkit designed to convert DNA and RNA sequences into k-mers.
Resource Type: software resource

Defining Citation: PMID:24642064

Keywords: standalone software, java, bio.tools
Funding:

Resource Name: KAnalyze

Resource ID: SCR_001323

Alternate IDs: biotools:kanalyze, OMICS_03565
Alternate URLS: https://bio.tools/kanalyze
Record Creation Time: 20220129T080206+0000

Record Last Update: 20250420T014026+0000

Ratings and Alerts

No rating or validation information has been found for KAnalyze.



https://scicrunch.org/scicrunch
https://scicrunch.org/scicrunch/data/record/nlx_144509-1/SCR_001323/resolver
http://sourceforge.net/projects/kanalyze/
https://pubmed.ncbi.nlm.nih.gov/24642064

No alerts have been found for KAnalyze.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 2 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.

Manekar SC, et al. (2018) A benchmark study of k-mer counting methods for high-throughput
sequencing. GigaScience, 7(12).

Flygare S, et al. (2016) Taxonomer: an interactive metagenomics analysis portal for
universal pathogen detection and host mRNA expression profiling. Genome biology, 17(1),
111.



https://scicrunch.org/scicrunch/about/sources/nlx_144509-1
https://scicrunch.org/scicrunch/data/record/nlx_144509-1/SCR_001323/resolver/mentions

