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Proper Citation

ERGO (RRID:SCR_001243)

Resource Information

URL: http://igenbio.com/

Proper Citation: ERGO (RRID:SCR_001243)

Description: A web-based genome analysis platform that integrates proprietary functional 
genomic data, metabolic reconstructions, expression profiling, and biochemical and 
microbiological data with publicly available information. Focused on microbial genomics, it 
provides better and faster identification of gene function across all organisms. Building upon 
a comprehensive genomic database integrated with a collection of microbial metabolic and 
non-metabolic pathways and using proprietary algorithms, it assigns functions to genes, 
integrates genes into pathways, and identifies previously unknown or mischaracterized 
genes, cryptic pathways and gene products. . * Automated and manual annotation of genes 
and genomes * Analysis of metabolic and non-metabolic pathways to understand organism 
physiology * Comparison of multiple genomes to identify shared and unique features and 
SNPs * Functional analysis of gene expression microarray data * Data-mining for target gene 
discovery * In silico metabolic engineering and strain improvement

Abbreviations: ERGO

Synonyms: ERGO Genome Analysis and Discovery System, ERGO Genome Analysis & 
Discovery System

Resource Type: analysis service resource, service resource, production service resource, 
data analysis service

Keywords: genome analysis, genome, annotation, database, software, comparative 
genomics, function, gene, pathway, gene expression, microarray, FASEB list

https://scicrunch.org/scicrunch
https://scicrunch.org/scicrunch/data/record/nlx_144509-1/SCR_001243/resolver
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Funding:

Availability: Commercially available

Resource Name: ERGO

Resource ID: SCR_001243

Alternate IDs: OMICS_02097

Record Creation Time: 20220129T080206+0000

Record Last Update: 20250416T063233+0000

Ratings and Alerts

No rating or validation information has been found for ERGO.

No alerts have been found for ERGO.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 57 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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