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Proper Citation

Weka (RRID:SCR_001214)

Resource Information

URL.: http://www.cs.waikato.ac.nz/ml/weka/

Proper Citation: Weka (RRID:SCR_001214)

Description: A collection of machine learning algorithms for data mining tasks. The
algorithms can either be applied directly to a dataset or called from your own Java code.
Weka contains tools for data pre-processing, classification, regression, clustering,
association rules, and visualization. It is also well-suited for developing new machine
learning schemes.

Abbreviations: Weka
Synonyms: Weka 3: Data Mining Software in Java, WEKA Data Mining Software

Resource Type: data processing software, software resource, software application, text-
mining software

Defining Citation: PMID:15073010

Keywords: data mining, java, machine learning, pre-processing, classification, regression,
clustering, feature selection, visualization

Funding:
Availability: GNU General Public License, v3, Acknowledgement requested
Resource Name: Weka

Resource ID: SCR_001214
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Ratings and Alerts
No rating or validation information has been found for Weka.

No alerts have been found for Weka.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 68 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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