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Proper Citation

Kyoto Encyclopedia of Genes and Genomes Expression Database (RRID:SCR_001120)

Resource Information

URL: http://www.genome.jp/kegg/expression/

Proper Citation: Kyoto Encyclopedia of Genes and Genomes Expression Database 
(RRID:SCR_001120)

Description: Database for mapping gene expression profiles to pathways and genomes. 
Repository of microarray gene expression profile data for Synechocystis PCC6803 (syn), 
Bacillus subtilis (bsu), Escherichia coli W3110 (ecj), Anabaena PCC7120 (ana), and other 
species contributed by the Japanese research community.

Abbreviations: KEGG Expression Database

Synonyms: Kyoto Encyclopedia of Genes and Genomes Expression Database

Resource Type: data repository, service resource, storage service resource, database, data 
or information resource

Defining Citation: PMID:9847135, PMID:10592173

Keywords: encyclopedia, endogenous, environment, enzyme, escherichia coli, exogenous, 
expression, family, functional, gene, genetic, anabaena, bacillus subtilis, biological system, 
biology, building block, cell, cellular, chemical, community, complex, genome, genomic, 
hierarchy, interaction, japanese, mapping, metabolic, metabolic pathway databases, 
microarray, molecular, molecular wiring, nomenclature, order, organism, ortholog, pathway, 
process, protein, reaction, research, sequence, specie, substance, synechocystis, FASEB 
list
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Funding:

Availability: Free, Available for download, Freely available

Resource Name: Kyoto Encyclopedia of Genes and Genomes Expression Database

Resource ID: SCR_001120

Alternate IDs: nif-0000-21234

Record Creation Time: 20220129T080205+0000

Record Last Update: 20250428T052849+0000

Ratings and Alerts

No rating or validation information has been found for Kyoto Encyclopedia of Genes and 
Genomes Expression Database.

No alerts have been found for Kyoto Encyclopedia of Genes and Genomes Expression 
Database.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 1269 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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