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Type: Plasmid

Proper Citation

RRID:Addgene_17575

Plasmid Information

URL: http://www.addgene.org/17575

Proper Citation: RRID:Addgene_17575

Insert Name: GAL4

Organism: Saccharomyces cerevisiae

Bacterial Resistance: Chloramphenicol and Ampicillin

Defining Citation: PMID:18621688

Vector Backbone Description: Backbone Size:9052; Vector Backbone:pBDP; Vector 
Types:Insect Expression; Bacterial Resistance:Chloramphenicol and Ampicillin

Comments: pBPGUw is a modular Gateway compatible GAL4 vector amenable to high 
throughput in vitro cloning using Invitrogen LR clonase and specific in vivo genomic targeting 
using PhiC31 integrase. pBPGUw contains a Drosophila synthetic core promoter (DSCP) 
that contains TATA, Inr, MTE, and DPE motifs. In addition the GAL4 CDS and yeast 
transcriptional terminator can easily be substituted for another driver by a directional 5' KpnI 
to 3' HindIII digest.

Plasmid Name: pBPGUw

Record Creation Time: 20220422T222015+0000

Record Last Update: 20220422T223341+0000

Ratings and Alerts

https://scicrunch.org/scicrunch
https://scicrunch.org/scicrunch/data/record/nif-0000-11872-1/Addgene_17575/resolver
http://www.addgene.org/17575
https://pubmed.ncbi.nlm.nih.gov/18621688


No rating or validation information has been found for pBPGUw.

No alerts have been found for pBPGUw.

Data and Source Information

Source:  Addgene 

Usage and Citation Metrics

We found 21 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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