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Broad (core) antibody - Guild, G.; University of 
Pennsylvania
RRID:AB_528104
Type: Antibody

Proper Citation

(DSHB Cat# Broad-core (25E9.D7), RRID:AB_528104)

Antibody Information

URL: http://antibodyregistry.org/AB_528104

Proper Citation: (DSHB Cat# Broad-core (25E9.D7), RRID:AB_528104)

Target Antigen: Broad (core)

Host Organism: mouse

Clonality: monoclonal

Comments: Applications: Immunofluorescence,Western Blot
Date Deposited: 10/15/2003

Antibody Name: Broad (core) antibody - Guild, G.; University of Pennsylvania

Description: This monoclonal targets Broad (core)

Target Organism: drosophila

Defining Citation: PMID:23048182, PMID:10498692, PMID:19711379, PMID:22087234, 
PMID:15829517, PMID:7720567, PMID:27593379, PMID:22131903, PMID:11092806, 
PMID:21558376, PMID:19515698

Antibody ID: AB_528104

Vendor: DSHB

Catalog Number: Broad-core (25E9.D7)
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Ratings and Alerts

No rating or validation information has been found for Broad (core) antibody - Guild, G.; 
University of Pennsylvania.

No alerts have been found for Broad (core) antibody - Guild, G.; University of Pennsylvania.

Data and Source Information

Source:  Antibody Registry 
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We found 19 mentions in open access literature.
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