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gamma H2A.X (phospho S139) antibody [9F3]
RRID:AB_470861
Type: Antibody

Proper Citation

(Abcam Cat# ab26350, RRID:AB_470861)

Antibody Information

URL: http://antibodyregistry.org/AB_470861

Proper Citation: (Abcam Cat# ab26350, RRID:AB_470861)

Target Antigen: gamma H2A.X (phospho S139) antibody [9F3]

Host Organism: mouse

Clonality: monoclonal

Comments: validation status unknown, seller recommendations provided in 2012: 
Immunocytochemistry; Immunohistochemistry - fixed; Flow Cytometry; 
Immunohistochemistry; Other; Western Blot; Immunofluorescence; Immunoprecipitation; 
Flow Cyt, ICC/IF, IHC-P, IP, ISH, WB

Antibody Name: gamma H2A.X (phospho S139) antibody [9F3]

Description: This monoclonal targets gamma H2A.X (phospho S139) antibody [9F3]

Target Organism: human, rat, bovine, hamster, porcine, canine, chickenbird, mouse, rabbit, 
sheep, human, mouse, rat, chicken, cow, dog, hamster, monkey, pig, rabbit, sheep

Antibody ID: AB_470861

Vendor: Abcam

Catalog Number: ab26350

Ratings and Alerts

https://scicrunch.org/scicrunch
https://scicrunch.org/scicrunch/data/record/nif-0000-07730-1/AB_470861/resolver
http://antibodyregistry.org/AB_470861


No rating or validation information has been found for gamma H2A.X (phospho S139) 
antibody [9F3].

No alerts have been found for gamma H2A.X (phospho S139) antibody [9F3].

Data and Source Information

Source:  Antibody Registry 
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