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Hexokinase

RRID:AB_2629457
Type: Antibody

Proper Citation

(US Biological Cat# H2035-01, RRID:AB_2629457)

Antibody Information

URL.: http://antibodyregistry.org/AB 2629457

Proper Citation: (US Biological Cat# H2035-01, RRID:AB_2629457)
Target Antigen: Hxk1

Host Organism: rabbit

Clonality: polyclonal

Antibody Name: Hexokinase

Description: This polyclonal targets Hxk1

Antibody ID: AB_2629457

Vendor: US Biological

Catalog Number: H2035-01

Ratings and Alerts
No rating or validation information has been found for Hexokinase.

No alerts have been found for Hexokinase.

Data and Source Information

Source: Antibody Registry



https://scicrunch.org/scicrunch
https://scicrunch.org/scicrunch/data/record/nif-0000-07730-1/AB_2629457/resolver
http://antibodyregistry.org/AB_2629457
https://scicrunch.org/scicrunch/about/sources/nif-0000-07730-1

Usage and Citation Metrics
We found 8 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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Tresenrider A, et al. (2021) Integrated genomic analysis reveals key features of long
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Moretto F, et al. (2021) Transcription levels of a noncoding RNA orchestrate opposing
regulatory and cell fate outcomes in yeast. Cell reports, 34(3), 108643.

Sachdev R, et al. (2019) Patl promotes processing body assembly by enhancing the phase
separation of the DEAD-box ATPase Dhh1 and RNA. eLife, 8.

Wu ACK, et al. (2018) Repression of Divergent Noncoding Transcription by a Sequence-
Specific Transcription Factor. Molecular cell, 72(6), 942.

Chan LY, et al. (2018) Non-invasive measurement of mMRNA decay reveals translation
initiation as the major determinant of mMRNA stability. eLife, 7.

Chen J, et al. (2017) Kinetochore inactivation by expression of a repressive mRNA. eLife, 6.

Mugler CF, et al. (2016) ATPase activity of the DEAD-box protein Dhh1 controls processing
body formation. eLife, 5.
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