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Anti-Glucose-6-Phosphate Dehydrogenase (G-6-PDH) 
antibody produced in rabbit
RRID:AB_258454
Type: Antibody

Proper Citation

(Sigma-Aldrich Cat# A9521, RRID:AB_258454)

Antibody Information

URL: http://antibodyregistry.org/AB_258454

Proper Citation: (Sigma-Aldrich Cat# A9521, RRID:AB_258454)

Target Antigen: Glucose-6-Phosphate Dehydrogenase (G-6-PDH)

Host Organism: rabbit

Clonality: polyclonal

Comments: Applications: immunoelectrophoresis, indirect ELISA

Antibody Name: Anti-Glucose-6-Phosphate Dehydrogenase (G-6-PDH) antibody produced 
in rabbit

Description: This polyclonal targets Glucose-6-Phosphate Dehydrogenase (G-6-PDH)

Target Organism: yeast, yeastfungi, i

Antibody ID: AB_258454

Vendor: Sigma-Aldrich

Catalog Number: A9521

Ratings and Alerts

No rating or validation information has been found for Anti-Glucose-6-Phosphate 
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Dehydrogenase (G-6-PDH) antibody produced in rabbit.

No alerts have been found for Anti-Glucose-6-Phosphate Dehydrogenase (G-6-PDH) 
antibody produced in rabbit.

Data and Source Information

Source:  Antibody Registry 
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