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Goat anti-Mouse IgG2a Cross-Adsorbed Secondary 
Antibody, Alexa Fluor™ 594
RRID:AB_2535774
Type: Antibody

Proper Citation

(Thermo Fisher Scientific Cat# A-21135, RRID:AB_2535774)

Antibody Information

URL: http://antibodyregistry.org/AB_2535774

Proper Citation: (Thermo Fisher Scientific Cat# A-21135, RRID:AB_2535774)

Target Antigen: Mouse IgG2a

Host Organism: goat

Clonality: polyclonal secondary

Comments: Applications: Flow (1-10 µg/mL), IHC (1-10 µg/mL), ICC/IF (1 µg/mL), WB 
(1:2,500-1:5,000)

Antibody Name: Goat anti-Mouse IgG2a Cross-Adsorbed Secondary Antibody, Alexa 
Fluor™ 594

Description: This polyclonal secondary targets Mouse IgG2a

Target Organism: mouse

Defining Citation: PMID:19188496, PMID:20962101, PMID:27271196, PMID:15994764, 
PMID:12040032, PMID:21193527, PMID:22421361

Antibody ID: AB_2535774

Vendor: Thermo Fisher Scientific

Catalog Number: A-21135
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Ratings and Alerts

No rating or validation information has been found for Goat anti-Mouse IgG2a Cross-
Adsorbed Secondary Antibody, Alexa Fluor™ 594.

No alerts have been found for Goat anti-Mouse IgG2a Cross-Adsorbed Secondary Antibody, 
Alexa Fluor™ 594.

Data and Source Information

Source:  Antibody Registry 
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We found 22 mentions in open access literature.
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