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OLLAS Epitope Tag Antibody (L2) - BSA Free

RRID:AB_1625979
Type: Antibody

Proper Citation

(Novus Cat# NBP1-06713, RRID:AB_1625979)

Antibody Information

URL.: http://antibodyregistry.org/AB 1625979

Proper Citation: (Novus Cat# NBP1-06713, RRID:AB_1625979)
Target Antigen: OLLAS Epitope Tag

Host Organism: Rat

Clonality: monoclonal

Comments: Applications: Western Blot, Immunohistochemistry, Immunocytochemistry/
Immunofluorescence, Immunoprecipitation, Immunohistochemistry-Paraffin,
Immunohistochemistry-Frozen, Immunoblotting, Immunohistochemistry Whole-Mount,
Chromatin Immunoprecipitation Sequencing

Antibody Name: OLLAS Epitope Tag Antibody (L2) - BSA Free
Description: This monoclonal targets OLLAS Epitope Tag
Target Organism: Epitope Tag

Clone ID: L2

Antibody ID: AB_1625979

Vendor: Novus

Catalog Number: NBP1-06713

Alternative Catalog Numbers: NBP1-06713SS
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Record Creation Time: 20241016T230828+0000

Record Last Update: 20241017T000642+0000

Ratings and Alerts

No rating or validation information has been found for OLLAS Epitope Tag Antibody (L2) -
BSA Free.

No alerts have been found for OLLAS Epitope Tag Antibody (L2) - BSA Free.

Data and Source Information

Source: Antibody Registry

Usage and Citation Metrics
We found 10 mentions in open access literature.
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