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Kcl67/

RRID:CVCL_Z834
Type: Cell Line

Proper Citation

(RRID:CVCL_Z834)

Cell Line Information

URL.: https://web.expasy.org/cellosaurus/CVCL Z834

Proper Citation: (RRID:CVCL_Z834)
Sex: Female

Defining Citation: PMID:6194991, PMID:17890361, PMID:21177962, PMID:21958154,
PMID:24434506, PMID:24985917, PMID:25262759, PMID:26772746, PMID:27789612,
PMID:33028628

Comments: Omics: Transcriptome analysis by RNAseq., Omics: Transcriptome analysis by
microarray., Part of: modENCODE project cell lines., Group: Insect cell line.

Category: Spontaneously immortalized cell line
Name: Kcl67
Synonyms: KC167, Kc 167, Kc-167, Kc(167), Kc clone 167

Cross References: BTO:BTO_0003920, EFO:EFO_0005819, DGRC:1,
ENCODE:ENCBS015VGB, ENCODE:ENCBS135ZQF, ENCODE:ENCBS182VSZ,
ENCODE:ENCBS2041EG, ENCODE:ENCBS205EQM, ENCODE:ENCBS225MFU,
ENCODE:ENCBS252ADJ, ENCODE:ENCBS254GKI, ENCODE:ENCBS329ISE,
ENCODE:ENCBS330RPK, ENCODE:ENCBS382VFL, ENCODE:ENCBS394RBY,
ENCODE:ENCBS428NFS, ENCODE:ENCBS478PEU, ENCODE:ENCBS486FOA,
ENCODE:ENCBS535RCG, ENCODE:ENCBS539YYB, ENCODE:ENCBS603LDU,
ENCODE:ENCBS669SLI, ENCODE:ENCBS675YSX, ENCODE:ENCBS719PGH,
ENCODE:ENCBS729BWH, ENCODE:ENCBS780AES, ENCODE:ENCBS796GIW,
ENCODE:ENCBS803AIQ, ENCODE:ENCBS836UXA, ENCODE:ENCBS851EXM,
ENCODE:ENCBS862SKE, ENCODE:ENCBS878BZF, ENCODE:ENCBS880SDK,
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ENCODE:ENCBS890JHV, ENCODE:ENCBS931HGX, ENCODE:ENCBS942QVO,
ENCODE:ENCBS985UDR, FlyBase_Cell_line:FBtc0O000001, Wikidata:Q54899603

ID: CVCL_Z834
Record Creation Time: 20250131T201123+0000

Record Last Update: 20250131T202629+0000

Ratings and Alerts
No rating or validation information has been found for Kc167.

No alerts have been found for Kc167.

Data and Source Information

Source: Cellosaurus

Usage and Citation Metrics

We found 128 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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