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HAP1
RRID:CVCL_Y019
Type: Cell Line

Proper Citation

(RRID:CVCL_Y019)

Cell Line Information

URL: https://web.expasy.org/cellosaurus/CVCL_Y019

Proper Citation: (RRID:CVCL_Y019)

Sex: Male

Defining Citation: PMID:21866103, PMID:24644259, PMID:25373145, PMID:29474001, 
PMID:31659326, PMID:33184093

Comments: Omics: Transcriptome analysis by RNAseq., Omics: Genome sequenced., 
Omics: Deep proteome analysis., Karyotypic information: Has lost the second copy of 
chromosome 8 of parent cell line KBM-7. Retains a second copy of a fragment of 
chromosome 15 fused to chromosome 19., Part of: Cancer Dependency Map project 
(DepMap) (includes Cancer Cell Line Encyclopedia - CCLE)., Group: Haploid karyotype cell 
line.

Category: Cancer cell line

Name: HAP1

Synonyms: HAP-1

Cross References: EFO:EFO_0007598, EFO:EFO_0022535, 4DN:4DNSRCVNIBZG, 
4DN:4DNSRNIAESOK, ArrayExpress:E-MTAB-7061, BioGRID_ORCS_Cell_line:1143, 
cancercelllines:CVCL_Y019, ChEMBL-Cells:CHEMBL4630769, ChEMBL-
Targets:CHEMBL4630777, DepMap:ACH-002475, ENCODE:ENCBS217AEF, 
ENCODE:ENCBS912MMS, Horizon_Discovery:C631, PRIDE:PXD006614, 
PRIDE:PXD006856, PRIDE:PXD010335, PubChem_Cell_line:CVCL_Y019, 
Wikidata:Q18347803
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Ratings and Alerts

No rating or validation information has been found for HAP1.

No alerts have been found for HAP1.

Data and Source Information

Source:  Cellosaurus 

Usage and Citation Metrics

We found 341 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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