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JM8.N4

RRID:CVCL_J962
Type: Cell Line

Proper Citation

(RRID:CVCL_J962)

Cell Line Information

URL.: https://web.expasy.org/cellosaurus/CVCL J962

Proper Citation: (RRID:CVCL_J962)
Sex: Male

Defining Citation: PMID:19525957

Category: Embryonic stem cell

Name: JM8.N4

Cross References: 4ADN:4DNSRHAXQ8PG, Wikidata:Q54899001
ID: CVCL_J962

Record Creation Time: 20250131T7201107+0000

Record Last Update: 20250131T202607+0000

Ratings and Alerts

No rating or validation information has been found for JM8.N4.

No alerts have been found for JM8.N4.

Data and Source Information

Source: Cellosaurus



https://scicrunch.org/scicrunch
https://scicrunch.org/scicrunch/data/record/SCR_013869-1/CVCL_J962/resolver
https://web.expasy.org/cellosaurus/CVCL_J962
https://pubmed.ncbi.nlm.nih.gov/19525957
https://scicrunch.org/scicrunch/about/sources/SCR_013869-1

Usage and Citation Metrics
We found 12 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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