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HEK-293T-hACE2
RRID:CVCL_A7UK
Type: Cell Line

Proper Citation

(BEI_Resources Cat# NR-52511, RRID:CVCL_A7UK)

Cell Line Information

URL: https://web.expasy.org/cellosaurus/CVCL_A7UK

Proper Citation: (BEI_Resources Cat# NR-52511, RRID:CVCL_A7UK)

Sex: Female

Defining Citation: PMID:33495308

Comments: Characteristics: Expresses ACE2 under the control of the EF1a promoter 
(BEI_Resources=NR-52511)., Group: SARS-CoV-2 research cell line.

Category: Transformed cell line

Name: HEK-293T-hACE2

Synonyms: 293T-ACE2

Cross References: BEI_Resources:NR-52511, Wikidata:Q107115255

ID: CVCL_A7UK

Vendor: BEI_Resources

Catalog Number: NR-52511

Record Creation Time: 20250131T200341+0000

Record Last Update: 20250131T201550+0000

Ratings and Alerts

https://scicrunch.org/scicrunch
https://scicrunch.org/scicrunch/data/record/SCR_013869-1/CVCL_A7UK/resolver
https://web.expasy.org/cellosaurus/CVCL_A7UK
https://pubmed.ncbi.nlm.nih.gov/33495308


No rating or validation information has been found for HEK-293T-hACE2.

No alerts have been found for HEK-293T-hACE2.

Data and Source Information

Source:  Cellosaurus 

Usage and Citation Metrics

We found 34 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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