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TMD8
RRID:CVCL_A442
Type: Cell Line

Proper Citation

(RRID:CVCL_A442)

Cell Line Information

URL: https://web.expasy.org/cellosaurus/CVCL_A442

Proper Citation: (RRID:CVCL_A442)

Sex: Male

Defining Citation: PMID:16780947, PMID:20054396, PMID:21179087, PMID:23257783, 
PMID:23292937, PMID:25485619, PMID:26589293, PMID:26787899, PMID:27566572, 
PMID:29416618, PMID:29666304

Comments: Omics: Transcriptome analysis by RNAseq., Omics: Transcriptome analysis by 
microarray., Omics: SNP array analysis., Omics: Deep exome analysis., Omics: Array-based 
CGH., Characteristics: Genetically heterogeneous, consists of 3 subclones 
(PubMed=27566572)., Population: Japanese.

Category: Cancer cell line

Name: TMD8

Synonyms: TMD-8, Tokyo Medical and Dental university 8
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Ratings and Alerts

No rating or validation information has been found for TMD8.

No alerts have been found for TMD8.

Data and Source Information

Source:  Cellosaurus 

Usage and Citation Metrics

We found 20 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.

Pieper NM, et al. (2024) Inhibition of bromodomain and extra-terminal proteins targets 
constitutively active NF?B and STAT signaling in lymphoma and influences the expression of 
the antiapoptotic proteins BCL2A1 and c-MYC. Cell communication and signaling : CCS, 
22(1), 415.

Choi J, et al. (2024) Molecular targets of glucocorticoids that elucidate their therapeutic 
efficacy in aggressive lymphomas. Cancer cell, 42(5), 833.

Wu Y, et al. (2024) Translational modelling to predict human pharmacokinetics and 
pharmacodynamics of a Bruton's tyrosine kinase-targeted protein degrader BGB-16673. 
British journal of pharmacology.
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Huang HT, et al. (2018) A Chemoproteomic Approach to Query the Degradable Kinome 
Using a Multi-kinase Degrader. Cell chemical biology, 25(1), 88.

Lionakis MS, et al. (2017) Inhibition of B Cell Receptor Signaling by Ibrutinib in Primary CNS 
Lymphoma. Cancer cell, 31(6), 833.

Reddy A, et al. (2017) Genetic and Functional Drivers of Diffuse Large B Cell Lymphoma. 
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