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WAOQ1

RRID:CVCL_9771
Type: Cell Line

Proper Citation

(WiCell Cat# wa01l-cgmp-material, RRID:CVCL_9771)

Cell Line Information

URL.: https://web.expasy.org/cellosaurus/CVCL 9771

Proper Citation: (WiCell Cat# wa0l-cgmp-material, RRID:CVCL_9771)
Description: Cell line WAO1 is a Embryonic stem cell with a species of origin Homo sapiens
Sex: Male

Defining Citation: PMID:9804556, PMID:14745950, PMID:16388305, PMID:16919167,
PMID:17287758, PMID:17570852, PMID:17572666, PMID:18713948, PMID:20641038,
PMID:20736931, PMID:21295703, PMID:21714037, PMID:21983960, PMID:22514597,
PMID:22802639, PMID:23117585, PMID:23325432, PMID:24259714, PMID:24374290,
PMID:27476965, PMID:28445466, PMID:29034901, PMID:30388422

Comments: Anecdotal: WAO1, WAO7, WAQ9, WA13 and WA14 were the first human
embryonic stem cells to be established., Omics: Transcriptome analysis., Omics: SNP array
analysis., Omics: H4K20mel ChlP-seq epigenome analysis., Omics: H3K9me3 ChIP-seq
epigenome analysis., Omics: H3K9ac ChlP-seq epigenome analysis., Omics: H3K4me3
ChiIP-seq epigenome analysis., Omics: H3K4me2 ChIP-seq epigenome analysis., Omics:
H3K4mel ChIP-seq epigenome analysis., Omics: H3K36me3 ChIP-seq epigenome
analysis., Omics: H3K27me3 ChIP-seq epigenome analysis., Omics: H3K27ac ChIP-seq
epigenome analysis., Omics: DNA methylation analysis., Omics: Deep RNAseq analysis.,
Omics: Deep proteome analysis., Omics: Deep phosphoproteome analysis., Omics: Deep
exome analysis., From: University of Wisconsin; Madison; USA., Part of: NHBLI Progenitor
Cell Biology Consortium (PCBC) collection., Part of: ENCODE project common cell types;
tier 1.

Category: Embryonic stem cell
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Organism: Homo sapiens
Name: WAO1

Synonyms: WA 01, WA-01, WAL, H1, H1-hESC, ESC H1, GEO1, WAe001-A, WICELLe001-
A, WAO1-PCBC, PCBC02hse2011100705, SC11-014

Cross References: BTO:BTO:0006060, CLO:CLO_0037281, EFO:EFO_0003042,
ADN:4DNSRHNAF6M6, 4DN:4ADNSRV3SKQ8M, BioSample:SAMNO03471895,
BioSamples:SAMEA7768168, CCRID:3101HUMSCSP301, CCRID:3101HUMSCSP306,
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ENCODE:ENCBS270AGK, ENCODE:ENCBS282MUP, ENCODE:ENCBS284CPV,
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ENCODE:ENCBS307HNW, ENCODE:ENCBS309DZE, ENCODE:ENCBS345JIP,
ENCODE:ENCBS364BFI, ENCODE:ENCBS368BPP, ENCODE:ENCBS371MFZ,
ENCODE:ENCBS3800BH, ENCODE:ENCBS409PYK, ENCODE:ENCBS428NIG,
ENCODE:ENCBS440MTS, ENCODE:ENCBS479XUT, ENCODE:ENCBS484NGW,
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ENCODE:ENCBS665AAA, ENCODE:ENCBS668AAA, ENCODE:ENCBS670AAA,
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ENCODE:ENCBS820AAA, ENCODE:ENCBS847AAA, ENCODE:ENCBS849HZG,
ENCODE:ENCBS854AAA, ENCODE:ENCBS855AAA, ENCODE:ENCBS874KZJ,
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Ratings and Alerts




No rating or validation information has been found for WAO1.

No alerts have been found for WAO1.

Data and Source Information

Source: Cellosaurus
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