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HBL-1 [Human diffuse large B-cell lymphoma]
RRID:CVCL_4213
Type: Cell Line

Proper Citation

(RRID:CVCL_4213)

Cell Line Information

URL: https://web.expasy.org/cellosaurus/CVCL_4213

Proper Citation: (RRID:CVCL_4213)

Sex: Male

Defining Citation: PMID:2854303, PMID:3338018, PMID:8558920, PMID:15028022, 
PMID:20054396, PMID:21179087, PMID:23257783, PMID:26787899, PMID:29416618, 
PMID:29666304, PMID:30165192, PMID:31510952

Comments: Omics: Transcriptome analysis by microarray., Omics: Array-based CGH., 
Karyotypic information: Has lost chromosome Y., Population: Japanese.

Category: Cancer cell line

Name: HBL-1 [Human diffuse large B-cell lymphoma]

Synonyms: HBL1

Cross References: BTO:BTO_0002522, CLO:CLO_0037256, EFO:EFO_0022408, 
BioGRID_ORCS_Cell_line:747, cancercelllines:CVCL_4213, Cosmic:1486586, 
Cosmic:1487545, Cosmic:1517652, Cosmic:2129634, Cosmic:2437308, 
GEO:GSM1035338, GEO:GSM1059804, GEO:GSM1374489, GEO:GSM1890017, 
GEO:GSM1890018, GEO:GSM1890019, GEO:GSM1890020, GEO:GSM2037050, 
GEO:GSM2037051, Progenetix:CVCL_4213, Wikidata:Q54881426

ID: CVCL_4213

Record Creation Time: 20250131T200317+0000
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Ratings and Alerts

No rating or validation information has been found for HBL-1 [Human diffuse large B-cell 
lymphoma].

No alerts have been found for HBL-1 [Human diffuse large B-cell lymphoma].

Data and Source Information

Source:  Cellosaurus 

Usage and Citation Metrics

We found 16 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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