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TC-71

RRID:CVCL_2213
Type: Cell Line

Proper Citation

(RRID:CVCL_2213)

Cell Line Information

URL.: https://web.expasy.org/cellosaurus/CVCL 2213

Proper Citation: (RRID:CVCL_2213)
Sex: Male

Defining Citation: PMID:3004699, PMID:3390826, PMID:8040301, PMID:8617485,
PMID:9823299, PMID:11891184, PMID:15150091, PMID:18160777, PMID:19787792,
PMID:20197622, PMID:20922763, PMID:21822310, PMID:22142829, PMID:22460905,
PMID:24312454, PMID:25010205, PMID:25223734, PMID:25485619, PMID:25877200,
PMID:25984343, PMID:26351324, PMID:26428435, PMID:26589293, PMID:27397505,
PMID:28196595, PMID:29464090, PMID:30879952, PMID:30894373, PMID:30962207,
PMID:30971826, PMID:31068700, PMID:31978347, PMID:35839778

Comments: Omics: Transcriptome analysis by single cell RNAseq., Omics: Transcriptome
analysis by RNAseq., Omics: Transcriptome analysis by microarray., Omics: SNP array
analysis., Omics: shRNA library screening., Omics: Protein expression by reverse-phase
protein arrays., Omics: DNA methylation analysis., Omics: Deep quantitative proteome
analysis., Omics: Deep exome analysis., Omics: CRISPR phenotypic screen., Omics: Array-
based CGH., Population: Caucasian., Part of: NCI Pediatric Preclinical Testing Program
(PPTP) cell line panel., Part of: MD Anderson Cell Lines Project., Part of: COSMIC cell lines
project., Part of: Cancer Dependency Map project (DepMap) (includes Cancer Cell Line
Encyclopedia - CCLE).

Category: Cancer cell line

Name: TC-71



https://scicrunch.org/scicrunch
https://scicrunch.org/scicrunch/data/record/SCR_013869-1/CVCL_2213/resolver
https://web.expasy.org/cellosaurus/CVCL_2213
https://pubmed.ncbi.nlm.nih.gov/3004699
https://pubmed.ncbi.nlm.nih.gov/3390826
https://pubmed.ncbi.nlm.nih.gov/8040301
https://pubmed.ncbi.nlm.nih.gov/8617485
https://pubmed.ncbi.nlm.nih.gov/9823299
https://pubmed.ncbi.nlm.nih.gov/11891184
https://pubmed.ncbi.nlm.nih.gov/15150091
https://pubmed.ncbi.nlm.nih.gov/18160777
https://pubmed.ncbi.nlm.nih.gov/19787792
https://pubmed.ncbi.nlm.nih.gov/20197622
https://pubmed.ncbi.nlm.nih.gov/20922763
https://pubmed.ncbi.nlm.nih.gov/21822310
https://pubmed.ncbi.nlm.nih.gov/22142829
https://pubmed.ncbi.nlm.nih.gov/22460905
https://pubmed.ncbi.nlm.nih.gov/24312454
https://pubmed.ncbi.nlm.nih.gov/25010205
https://pubmed.ncbi.nlm.nih.gov/25223734
https://pubmed.ncbi.nlm.nih.gov/25485619
https://pubmed.ncbi.nlm.nih.gov/25877200
https://pubmed.ncbi.nlm.nih.gov/25984343
https://pubmed.ncbi.nlm.nih.gov/26351324
https://pubmed.ncbi.nlm.nih.gov/26428435
https://pubmed.ncbi.nlm.nih.gov/26589293
https://pubmed.ncbi.nlm.nih.gov/27397505
https://pubmed.ncbi.nlm.nih.gov/28196595
https://pubmed.ncbi.nlm.nih.gov/29464090
https://pubmed.ncbi.nlm.nih.gov/30879952
https://pubmed.ncbi.nlm.nih.gov/30894373
https://pubmed.ncbi.nlm.nih.gov/30962207
https://pubmed.ncbi.nlm.nih.gov/30971826
https://pubmed.ncbi.nlm.nih.gov/31068700
https://pubmed.ncbi.nlm.nih.gov/31978347
https://pubmed.ncbi.nlm.nih.gov/35839778

Synonyms: TC71, GM11654

Cross References: BTO:BTO_0002604, CLO:CLO_0009879, CLO:CLO_0021329,
EFO:EFO_0002865, ArrayExpress:E-MTAB-2706, ArrayExpress:E-MTAB-2770,
ArrayExpress:E-MTAB-3610, BioGRID_ORCS_Cell_line:200, BioSample:SAMN03473241,
BioSample:SAMN10987608, cancercelllines:CVCL_2213,
Cell_Model_Passport:SIDM00419, Coriel:.GM11654, Cosmic:1078383, Cosmic:1082507,
Cosmic:1112132, Cosmic:1718433, Cosmic:2228246, Cosmic:2250474, Cosmic:2294589,
Cosmic-CLP:1240221, DepMap:ACH-000424, DSMZ:ACC-516, DSMZCellDive:ACC-516,
EGA:EGAS00001000610, EGA:EGAS00001000978, GDSC:1240221, GEO:GSM510013,
GEO:GSM887689, GEO:GSM888781, GEO:GSM1670525, GEO:GSM1676323,
GEO:GSM1701656, GEO:GSM4368464, IARC_TP53:15970, IARC_TP53:27040,
LiGeA:CCLE_900, LINCS_LDP:LCL-1438, PharmacoDB:TC71_1567_2019,
PRIDE:PXD012680, PRIDE:PXD030304, Progenetix:CVCL_2213, Wikidata:Q54971816

ID: CVCL_2213
Record Creation Time: 20250131T202750+0000
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Ratings and Alerts
No rating or validation information has been found for TC-71.

No alerts have been found for TC-71.

Data and Source Information

Source: Cellosaurus

Usage and Citation Metrics
We found 136 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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