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B95-8
RRID:CVCL_1953
Type: Cell Line

Proper Citation

(ECACC Cat# 85011419, RRID:CVCL_1953)

Cell Line Information

URL: https://web.expasy.org/cellosaurus/CVCL_1953

Proper Citation: (ECACC Cat# 85011419, RRID:CVCL_1953)

Sex: Female

Defining Citation: PMID:2153236, PMID:2824833, PMID:3017841, PMID:3145248, 
PMID:4333982, PMID:4346033, PMID:4357683, PMID:6265077, PMID:6294325, 
PMID:20454443, PMID:24380390

Comments: Omics: YY1 ChIP-seq epigenome analysis., Omics: CTCF ChIP-seq 
epigenome analysis., Virology: This cell line sheds the Epstein-Barr virus (EBV) strain B95-8 
and is often used to transform human or other primates B lymphocytes., Characteristics: 
Was established by exposure extracts of the 883L cell line (Cellosaurus=CVCL_6A87)., 
Group: Non-human primate cell line.

Category: Transformed cell line

Name: B95-8

Synonyms: B95.8, B 95.8, B 95-8, B-95-8, B958, GM07404, GM07404A, GM07404D

Cross References: BTO:BTO_0000107, CLO:CLO_0001776, CLO:CLO_0001838, 
EFO:EFO_0022801, CLDB:cl364, CLDB:cl365, CLDB:cl366, CLDB:cl367, CLDB:cl368, 
CLDB:cl369, ArrayExpress:E-MTAB-1511, ATCC:CRL-1612, BCRJ:0042, 
CCRID:3101MONGNO3, CCRID:4201MON-CCTCC00015, CCRID:5301MON-KCB93008YJ, 
CCTCC:GDC0015, ChEMBL-Cells:CHEMBL3307906, ChEMBL-Targets:CHEMBL614276, 
CLS:305152, CLS:601102, Coriell:GM07404, DSMZ:ACC-100, DSMZCellDive:ACC-100, 
ECACC:85011419, IBRC:C10050, ICLC:ATL95004, IZSLER:BS CL 110, JCRB:JCRB9123, 
KCB:KCB 91004YJ, KCB:KCB 93008YJ, KCLB:21612, NCBI_Iran:C110, 
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Ratings and Alerts

No rating or validation information has been found for B95-8.

Warning:  Discontinued: ATCC; CRL-1612 
Omics: YY1 ChIP-seq epigenome analysis., Omics: CTCF ChIP-seq epigenome analysis., 
Virology: This cell line sheds the Epstein-Barr virus (EBV) strain B95-8 and is often used to 
transform human or other primates B lymphocytes., Characteristics: Was established by 
exposure extracts of the 883L cell line (Cellosaurus=CVCL_6A87)., Group: Non-human 
primate cell line. Warning:  Discontinued: Coriell; GM07404 
Omics: YY1 ChIP-seq epigenome analysis., Omics: CTCF ChIP-seq epigenome analysis., 
Virology: This cell line sheds the Epstein-Barr virus (EBV) strain B95-8 and is often used to 
transform human or other primates B lymphocytes., Characteristics: Was established by 
exposure extracts of the 883L cell line (Cellosaurus=CVCL_6A87)., Group: Non-human 
primate cell line. Warning:  Discontinued: KCLB; 21612 
Omics: YY1 ChIP-seq epigenome analysis., Omics: CTCF ChIP-seq epigenome analysis., 
Virology: This cell line sheds the Epstein-Barr virus (EBV) strain B95-8 and is often used to 
transform human or other primates B lymphocytes., Characteristics: Was established by 
exposure extracts of the 883L cell line (Cellosaurus=CVCL_6A87)., Group: Non-human 
primate cell line.

Data and Source Information

Source:  Cellosaurus 

Usage and Citation Metrics

We found 245 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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Peripheral T-Cell Lymphomas. Viruses, 15(2).

El Kenz B, et al. (2023) Definition of a New HLA B*52-Restricted Rev CTL Epitope Targeted 
by an HIV-1-Infected Controller. Viruses, 15(2).

Chen S, et al. (2023) LMP1 mediates tumorigenesis through persistent epigenetic 
modifications and PGC1? upregulation. Oncology reports, 49(3).

Uddin MK, et al. (2023) Epstein-Barr Virus BBLF1 Mediates Secretory Vesicle Transport to 
Facilitate Mature Virion Release. Journal of virology, 97(6), e0043723.
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Microbiology spectrum, 11(1), e0436922.

Kumar R, et al. (2023) Reduced G protein signaling despite impaired internalization and ?-
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syndrome. JCI insight, 8(5).

Chen H, et al. (2023) CTCF variant begets to short stature by down-regulation of IGF1. 
Journal of molecular endocrinology, 70(4).

Fu X, et al. (2023) Impacts of plasma microbial lipopolysaccharide translocation on B cell 
perturbations and anti-CD4 autoantibody production in people with HIV on suppressive 
antiretroviral therapy. Cell & bioscience, 13(1), 78.

Li Z, et al. (2023) Construction of a Hantaan Virus Phage Antibody Library and Screening for 
Potential Neutralizing Activity. Viruses, 15(5).

Ai Q, et al. (2023) Targeting KRASG12V mutations with HLA class II-restricted TCR for the 
immunotherapy in solid tumors. Frontiers in immunology, 14, 1161538.

Zhou X, et al. (2023) Novel biallelic mutations in TMEM126B cause splicing defects and lead 
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