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RPMI-7951
RRID:CVCL_1666
Type: Cell Line

Proper Citation

(RRID:CVCL_1666)

Cell Line Information

URL: https://web.expasy.org/cellosaurus/CVCL_1666

Proper Citation: (RRID:CVCL_1666)

Sex: Female

Defining Citation: PMID:833871, PMID:1161259, PMID:3335022, PMID:11668190, 
PMID:12068308, PMID:15467732, PMID:20164919, PMID:20215515, PMID:22460905, 
PMID:23285177, PMID:25485619, PMID:25877200, PMID:26589293, PMID:27397505, 
PMID:30894373, PMID:31068700, PMID:31395879, PMID:31978347, PMID:35839778

Comments: Omics: Transcriptome analysis by RNAseq., Omics: Transcriptome analysis by 
microarray., Omics: SNP array analysis., Omics: DNA methylation analysis., Omics: Deep 
quantitative proteome analysis., Omics: Deep proteome analysis., Omics: Deep 
phosphoproteome analysis., Omics: Deep exome analysis., Population: Caucasian., Part of: 
TCGA-110-CL cell line panel., Part of: PTEN genetic alteration cell panel (ATCC TCP-
1030)., Part of: ENCODE project common cell types; tier 3., Part of: COSMIC cell lines 
project., Part of: Cancer Dependency Map project (DepMap) (includes Cancer Cell Line 
Encyclopedia - CCLE)., Part of: BRAF genetic alteration cell panel (ATCC TCP-1032).

Category: Cancer cell line

Name: RPMI-7951

Synonyms: RPMI 7951, RPMI7951, Roswell Park Memorial Institute 7951

Cross References: BTO:BTO_0003508, CLO:CLO_0008877, EFO:EFO_0005712, 
CLDB:cl4187, 4DN:4DNSRQW8GWCI, ArrayExpress:E-MTAB-783, ArrayExpress:E-MTAB-
2706, ArrayExpress:E-MTAB-2770, ArrayExpress:E-MTAB-3610, ATCC:HTB-66, 
BCRC:60274, BioGRID_ORCS_Cell_line:384, BioSample:SAMN03471611, 
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Cosmic-CLP:910903, DepMap:ACH-000348, DSMZ:ACC-66, DSMZCellDive:ACC-66, 
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Ratings and Alerts

No rating or validation information has been found for RPMI-7951.

Warning:  Discontinued: KCLB; 30066 
Omics: Transcriptome analysis by RNAseq., Omics: Transcriptome analysis by microarray., 
Omics: SNP array analysis., Omics: DNA methylation analysis., Omics: Deep quantitative 
proteome analysis., Omics: Deep proteome analysis., Omics: Deep phosphoproteome 
analysis., Omics: Deep exome analysis., Population: Caucasian., Part of: TCGA-110-CL cell 
line panel., Part of: PTEN genetic alteration cell panel (ATCC TCP-1030)., Part of: ENCODE 
project common cell types; tier 3., Part of: COSMIC cell lines project., Part of: Cancer 
Dependency Map project (DepMap) (includes Cancer Cell Line Encyclopedia - CCLE)., Part 
of: BRAF genetic alteration cell panel (ATCC TCP-1032).

Data and Source Information

Source:  Cellosaurus 

Usage and Citation Metrics

We found 13 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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