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OPM-2

RRID:CVCL_1625
Type: Cell Line

Proper Citation

(RRID:CVCL_1625)

Cell Line Information

URL.: https://web.expasy.org/cellosaurus/CVCL 1625

Proper Citation: (RRID:CVCL_1625)
Sex: Female

Defining Citation: PMID:3926660, PMID:8943038, PMID:10087940, PMID:10583232,
PMID:10936422, PMID:11157491, PMID:15215163, PMID:16956823, PMID:17171682,
PMID:17692805, PMID:18647998, PMID:18700954, PMID:19306352, PMID:20164919,
PMID:21173094, PMID:22460905, PMID:25485619, PMID:25688540, PMID:25877200,
PMID:25984343, PMID:26589293, PMID:27397505, PMID:28196595, PMID:30285677,
PMID:30545397, PMID:30894373, PMID:30971826, PMID:31068700, PMID:31160637,
PMID:31978347, PMID:32123307, PMID:3583977/8

Comments: Omics: Transcriptome analysis by RNAseq., Omics: Transcriptome analysis by
microarray., Omics: SNP array analysis., Omics: ShRNA library screening., Omics: Protein
expression by reverse-phase protein arrays., Omics: DNA methylation analysis., Omics:
Deep quantitative proteome analysis., Omics: Deep exome analysis., Omics: CRISPR
phenotypic screen., Omics: Array-based CGH., Characteristics: Produces Ig lambda.,
Population: Japanese., Part of: MD Anderson Cell Lines Project., Part of: LL-100 blood
cancer cell line panel., Part of: COSMIC cell lines project., Part of: Cancer Dependency Map
project (DepMap) (includes Cancer Cell Line Encyclopedia - CCLE).

Category: Cancer cell line
Name: OPM-2
Synonyms: OPM2

Cross References: BTO:BTO_0005919, CLO:CLO_0008269, EFO:EFO_0006716,
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Ratings and Alerts
No rating or validation information has been found for OPM-2.

No alerts have been found for OPM-2.

Data and Source Information

Source: Cellosaurus

Usage and Citation Metrics
We found 19 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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