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NCI-H28

RRID:CVCL_1555
Type: Cell Line

Proper Citation

(RRID:CVCL_1555)

Cell Line Information

URL.: https://web.expasy.org/cellosaurus/CVCL 1555

Proper Citation: (RRID:CVCL_1555)
Sex: Male

Defining Citation: PMID:1568228, PMID:6272398, PMID:8183553, PMID:8806092,
PMID:11030152, PMID:11070089, PMID:11464291, PMID:16630136, PMID:17270034,
PMID:20164919, PMID:21245096, PMID:21642991, PMID:22460905, PMID:23830731,
PMID:24926545, PMID:25485619, PMID:25877200, PMID:25902174, PMID:26011428,
PMID:26589293, PMID:27397505, PMID:28196595, PMID:28553954, PMID:30894373,
PMID:31068700, PMID:31803961, PMID:35839778

Comments: Caution: It is not clear if this cell line originate from an epithelioid or sarcomatoid
mesothelioma as there are contradictory reports concerning its exact nature., Caution:
According to ATCC the ethnicity of the donor is White, but exome analysis finds it to be
mostly of African lineage., Omics: Transcriptome analysis by RNAseq., Omics:
Transcriptome analysis by microarray., Omics: SNP array analysis., Omics: Protein
expression by reverse-phase protein arrays., Omics: DNA methylation analysis., Omics:
Deep quantitative proteome analysis., Omics: Deep exome analysis., Omics: Array-based
CGH., Part of: MD Anderson Cell Lines Project., Part of: COSMIC cell lines project., Part of:
Cancer Dependency Map project (DepMap) (includes Cancer Cell Line Encyclopedia -
CCLE).

Category: Cancer cell line
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Synonyms: H28, H-28, NCIH28, HUT-28, HUT 28, HuT 28, HUT28, Hut28, HuT28

Cross References: CLO:CLO_0008079, EFO:EFO_0006686, ArrayExpress:E-MTAB-783,
ArrayExpress:E-MTAB-2706, ArrayExpress:E-MTAB-2770, ArrayExpress:E-MTAB-3610,
ATCC:CRL-5820, BioSample:SAMNO03471010, BioSample:SAMN10987612,
BioSamples:SAMEA100874, cancercelllines:CVCL_1555,
Cell_Model_Passport:SIDM00720, ChEMBL-Cells:CHEMBL3308775, ChEMBL-
Targets:CHEMBL1075541, Cosmic:688059, Cosmic:733814, Cosmic:877108,
Cosmic:877350, Cosmic:886387, Cosmic:908470, Cosmic:980995, Cosmic:1032386,
Cosmic:1146909, Cosmic:1152495, Cosmic:1481543, Cosmic:1522766, Cosmic:1541208,
Cosmic:1749556, Cosmic:1963325, Cosmic:1995572, Cosmic:2474149, Cosmic:2758840,
Cosmic:2758998, Cosmic:2759230, Cosmic-CLP:908470, DepMap:ACH-000648,
EGA:EGAS00001000610, EGA:EGAS00001000978, GDSC:908470, GEO:GSM171870,
GEO:GSM171871, GEO:GSM434272, GEO:GSM726267, GEO:GSM794268,
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IARC_TP53:21567, IARC_TP53:23623, IGRhCellID:H28GEO, KCLB:90028,
LiGeA:CCLE_571, PharmacoDB:NCIH28 1099 2019, PRIDE:PXD030304,
Progenetix:CVCL_1555, PubChem_Cell_line:CVCL_1555, Wikidata:Q54908002
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Ratings and Alerts
No rating or validation information has been found for NCI-H28.

Warning: Discontinued: KCLB; 90028

Caution: It is not clear if this cell line originate from an epithelioid or sarcomatoid
mesothelioma as there are contradictory reports concerning its exact nature., Caution:
According to ATCC the ethnicity of the donor is White, but exome analysis finds it to be
mostly of African lineage., Omics: Transcriptome analysis by RNAseq., Omics:
Transcriptome analysis by microarray., Omics: SNP array analysis., Omics: Protein
expression by reverse-phase protein arrays., Omics: DNA methylation analysis., Omics:
Deep quantitative proteome analysis., Omics: Deep exome analysis., Omics: Array-based
CGH., Part of: MD Anderson Cell Lines Project., Part of: COSMIC cell lines project., Part of:
Cancer Dependency Map project (DepMap) (includes Cancer Cell Line Encyclopedia -
CCLE).
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Usage and Citation Metrics
We found 14 mentions in open access literature.
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