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Karpas-422

RRID:CVCL_1325
Type: Cell Line

Proper Citation

(RRID:CVCL_1325)

Cell Line Information

URL.: https://web.expasy.org/cellosaurus/CVCL 1325

Proper Citation: (RRID:CVCL_1325)
Sex: Female

Defining Citation: PMID:1465024, PMID:2297573, PMID: 7849311, PMID:8547074,
PMID:8558920, PMID:9738977, PMID:12169673, PMID:16960149, PMID:19278952,
PMID:19358282, PMID:20164919, PMID:20628145, PMID:23257783, PMID:23292937,
PMID:23699601, PMID:25355872, PMID:25485619, PMID:25877200, PMID:25960936,
PMID:26589293, PMID:27397505, PMID:28196595, PMID:30285677, PMID:30629668,
PMID:30894373, PMID:31068700, PMID:31978347, PMID:35839778

Comments: Omics: Virome analysis using RNAseq., Omics: Transcriptome analysis by
RNAseq., Omics: Transcriptome analysis by microarray., Omics: SNP array analysis.,
Omics: Protein expression by reverse-phase protein arrays., Omics: miRNA expression
profiling., Omics: H3K9ac ChIP-seq epigenome analysis., Omics: Genome sequenced.,
Omics: DNA methylation analysis., Omics: Deep quantitative proteome analysis., Omics:
Deep exome analysis., Omics: CNV analysis., Omics: Array-based CGH., Characteristics:
Quite popular cell line because of its resistance to chemotherapy., Population: Caucasian.,
Part of: MD Anderson Cell Lines Project., Part of: COSMIC cell lines project., Part of: Cancer
Dependency Map project (DepMap) (includes Cancer Cell Line Encyclopedia - CCLE).

Category: Cancer cell line
Name: Karpas-422
Synonyms: KARPAS-422, Karpas 422, KARPAS 422, Karpas422, KARPAS422, K422

Cross References: BTO:BTO_0004981, CLO:CLO_0007066, EFO:EFO_0005719,
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Ratings and Alerts
No rating or validation information has been found for Karpas-422.

Warning: Discontinued: DSMZ; ACC-32

Omics: Virome analysis using RNAseq., Omics: Transcriptome analysis by RNAseq., Omics:
Transcriptome analysis by microarray., Omics: SNP array analysis., Omics: Protein
expression by reverse-phase protein arrays., Omics: miRNA expression profiling., Omics:
H3K9ac ChlP-seq epigenome analysis., Omics: Genome sequenced., Omics: DNA
methylation analysis., Omics: Deep quantitative proteome analysis., Omics: Deep exome
analysis., Omics: CNV analysis., Omics: Array-based CGH., Characteristics: Quite popular
cell line because of its resistance to chemotherapy., Population: Caucasian., Part of: MD
Anderson Cell Lines Project., Part of: COSMIC cell lines project., Part of: Cancer
Dependency Map project (DepMap) (includes Cancer Cell Line Encyclopedia - CCLE).
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We found 11 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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