Resource Summary Report

Generated by FDI Lab - SciCrunch.org on Apr 10, 2025

HCC4006

RRID:CVCL_1269
Type: Cell Line

Proper Citation

(RRID:CVCL_1269)

Cell Line Information

URL.: https://web.expasy.org/cellosaurus/CVCL 1269

Proper Citation: (RRID:CVCL_1269)
Sex: Male

Defining Citation: PMID:16187286, PMID:20679594, PMID:22460905, PMID:22961666,
PMID:23733853, PMID:25485619, PMID:25877200, PMID:26361996, PMID:26589293,
PMID:29681454, PMID:30894373, PMID:31068700, PMID:31395879, PMID:39061985

Comments: Omics: Transcriptome analysis by RNAseq., Omics: Transcriptome analysis by
microarray., Omics: SNP array analysis., Omics: Protein expression by reverse-phase
protein arrays., Omics: Deep proteome analysis., Omics: Deep exome analysis., Omics:
Array-based CGH., Population: Caucasian., Part of: TCGA-110-CL cell line panel., Part of:
EGFR genetic alteration cell panel (ATCC TCP-1027)., Part of: Cancer Dependency Map
project (DepMap) (includes Cancer Cell Line Encyclopedia - CCLE).

Category: Cancer cell line
Name: HCC4006
Synonyms: HCC-4006, Hamon Cancer Center 4006

Cross References: BTO:BTO_0004081, CLO:CLO_0003657, EFO:EFO_0003132,
AddexBio:C0016012/4917, ArrayExpress:E-MTAB-2706, ArrayExpress:E-MTAB-2770,
ATCC:CRL-2871, BioSample:SAMNO03471807, BioSample:SAMNO03473288,
BioSample:SAMN10988526, cancercelllines:CVCL_1269,
Cell_Model_Passport:SIDM01596, ChEMBL-Cells:CHEMBL4523544, ChEMBL-
Targets:CHEMBL4523575, Cosmic:903602, Cosmic:1028938, Cosmic:1128250,
Cosmic:1146936, Cosmic:1802302, Cosmic:2015233, DepMap:ACH-000066,
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EGA:EGAS00001000610, EGA:EGAS00001002554, GEO:GSM63351, GEO:GSM108873,
GEO:GSM108874, GEO:GSM253408, GEO:GSM434286, GEO:GSM794399,
GEO:GSM844552, GEO:GSM887055, GEO:GSM888125, IARC_TP53:30035,
IGRhCellID:HCC4006GEO, LiGeA:CCLE_139, PharmacoDB:HCC4006_502_2019,
PRIDE:PXD002556, Progenetix:CVCL_1269, PubChem_Cell_line:CVCL_1269,
Wikidata:Q54881724

ID: CVCL_1269
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Ratings and Alerts
No rating or validation information has been found for HCC4006.

No alerts have been found for HCC4006.

Data and Source Information

Source: Cellosaurus

Usage and Citation Metrics

We found 135 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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