Resource Summary Report

Generated by FDI Lab - SciCrunch.org on May 19, 2025

BS-C-1

RRID:CVCL_0607
Type: Cell Line

Proper Citation

(RRID:CVCL_0607)

Cell Line Information

URL.: https://web.expasy.org/cellosaurus/CVCL 0607

Proper Citation: (RRID:CVCL_0607)
Sex: Sex unspecified

Defining Citation: PMID:272650, PMID:303774, PMID:4203458, PMID:6988327,
PMID:14071033, PMID:14215895, PMID:14473108, PMID:28046048, PMID:33458215

Comments: Omics: Mitochondrial genome sequenced., Characteristics: Suitable for
transfection by SV40 and may be used for the detection of viruses (ATCC=CCL-26).,
Problematic cell line: Misidentified. Originally thought to be of Chlorocebus aethiops origin
but found to be from Chlorocebus pygerythrus (PubMed=33458215).., Group: Non-human
primate cell line.

Category: Spontaneously immortalized cell line
Name: BS-C-1
Synonyms: BSC-1, BSC1, GMK,BSC-1, Biologics Standards-Cercopithecus-1

Cross References: CLO:CLO_0002035, CLO:CLO_0002036, CLO:CLO_0002037,
CLDB:cl484, CLDB:cl486, CLDB:cl487, ATCC:CCL-26, BCRC:60078, CCRID:1101MON-
PUMCO000098, CCRID:1102MON-NIFDC00094, CCRID:4201MON-CCTCCO00033,
CCTCC:GDC0033, ChEMBL-Cells:CHEMBL3307388, ChEMBL-Targets:CHEMBL614528,
CLS:305009, ECACC:85011422, IZSLER:BS CL 9, JCRB:IFO50413, JCRB:JCRB9011,
JCRB:JCRB9126, KCLB:10026, NCBI_Iran:C484, PubChem_Cell_line:CVCL_0607,
Wikidata:Q38086318
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Ratings and Alerts
No rating or validation information has been found for BS-C-1.

Warning: Problematic cell line: Misidentified. Originally thought to be of Chlorocebus
aethiops origin but found to be from Chlorocebus pygerythrus (PubMed=33458215).

Omics: Mitochondrial genome sequenced., Characteristics: Suitable for transfection by SV40
and may be used for the detection of viruses (ATCC=CCL-26)., Problematic cell line:
Misidentified. Originally thought to be of Chlorocebus aethiops origin but found to be from
Chlorocebus pygerythrus (PubMed=33458215).., Group: Non-human primate cell line.
Warning: Discontinued: JCRB; JCRB9011

Omics: Mitochondrial genome sequenced., Characteristics: Suitable for transfection by SV40
and may be used for the detection of viruses (ATCC=CCL-26)., Problematic cell line:
Misidentified. Originally thought to be of Chlorocebus aethiops origin but found to be from
Chlorocebus pygerythrus (PubMed=33458215).., Group: Non-human primate cell line.
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