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Sa0S-2

RRID:CVCL_0548
Type: Cell Line

Proper Citation

(RRID:CVCL_0548)

Cell Line Information

URL.: https://web.expasy.org/cellosaurus/CVCL 0548

Proper Citation: (RRID:CVCL_0548)
Sex: Female

Defining Citation: PMID:833871, PMID:2233717, PMID:2823272, PMID:3040234,
PMID:3518877, PMID:6935474, PMID:7017212, PMID:8617485, PMID:10763916,
PMID:11416159, PMID:12645653, PMID:15150091, PMID:15736406, PMID:15939397,
PMID:16888811, PMID:17354236, PMID:17431109, PMID:17981215, PMID:19787792,
PMID:20164919, PMID:20215515, PMID:21519327, PMID:22075555, PMID:23144859,
PMID:23671654, PMID:24758355, PMID:25031706, PMID:26320182, PMID:26351324,
PMID:27397505, PMID:29334376, PMID:30894373, PMID:31068700, PMID:31978347/,
PMID:35839778

Comments: Omics: Transcriptome analysis by RNAseq., Omics: Transcriptome analysis by
microarray., Omics: SNP array analysis., Omics: H3K4mel ChIP-seq epigenome analysis.,
Omics: DNA methylation analysis., Omics: Deep quantitative proteome analysis., Omics:
Deep exome analysis., Omics: Array-based CGH., Population: Caucasian., From: Memorial
Sloan Kettering Cancer Center; New York; USA., Part of: Naval Biosciences Laboratory
(NBL) collection (transferred to ATCC in 1982)., Part of: COSMIC cell lines project., Part of:
Cancer Dependency Map project (DepMap) (includes Cancer Cell Line Encyclopedia -
CCLE).

Category: Cancer cell line
Name: Sa0S-2

Synonyms: SAOS-2, Saos-2, SAOS 2, Saos 2, Saos2, Sa0s2, SAOS2, Sarcoma
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Cross References: BTO:BTO_0000971, CLO:CLO_0008947, CLO:CLO_0050140,
EFO:EFO_0022402, MCCL:MCC:0000449, CLDB:cl4250, CLDB:cl4251, CLDB:cl4252,
CLDB:cl5281, ArrayExpress:E-MTAB-783, ArrayExpress:E-MTAB-2770, ArrayExpress:E-
MTAB-3610, ATCC:CRL-7939, ATCC:HTB-85, BCRJ:0217, BioSample:SAMN01821594,
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Ratings and Alerts
No rating or validation information has been found for SaOS-2.

Warning: Discontinued: ATCC; CRL-7939

Omics: Transcriptome analysis by RNAseq., Omics: Transcriptome analysis by microarray.,
Omics: SNP array analysis., Omics: H3K4mel ChlIP-seq epigenome analysis., Omics: DNA
methylation analysis., Omics: Deep quantitative proteome analysis., Omics: Deep exome
analysis., Omics: Array-based CGH., Population: Caucasian., From: Memorial Sloan
Kettering Cancer Center; New York; USA., Part of: Naval Biosciences Laboratory (NBL)
collection (transferred to ATCC in 1982)., Part of: COSMIC cell lines project., Part of: Cancer
Dependency Map project (DepMap) (includes Cancer Cell Line Encyclopedia - CCLE).
Warning: Discontinued: KCLB; 80023

Omics: Transcriptome analysis by RNAseq., Omics: Transcriptome analysis by microarray.,
Omics: SNP array analysis., Omics: H3K4mel ChlP-seq epigenome analysis., Omics: DNA
methylation analysis., Omics: Deep quantitative proteome analysis., Omics: Deep exome




analysis., Omics: Array-based CGH., Population: Caucasian., From: Memorial Sloan
Kettering Cancer Center; New York; USA., Part of: Naval Biosciences Laboratory (NBL)
collection (transferred to ATCC in 1982)., Part of: COSMIC cell lines project., Part of: Cancer
Dependency Map project (DepMap) (includes Cancer Cell Line Encyclopedia - CCLE).

Data and Source Information

Source: Cellosaurus

Usage and Citation Metrics

We found 1010 mentions in open access literature.
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