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LoVo
RRID:CVCL_0399
Type: Cell Line

Proper Citation

(RRID:CVCL_0399)

Cell Line Information

URL: https://web.expasy.org/cellosaurus/CVCL_0399

Proper Citation: (RRID:CVCL_0399)

Sex: Male
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Comments: Omics: Transcriptome analysis by RNAseq., Omics: Transcriptome analysis by 
microarray., Omics: SNP array analysis., Omics: shRNA library screening., Omics: Protein 
expression by reverse-phase protein arrays., Omics: N-glycan profiling., Omics: miRNA 
expression profiling., Omics: DNA methylation analysis., Omics: Deep quantitative proteome 
analysis., Omics: Deep quantitative phosphoproteome analysis., Omics: Deep proteome 
analysis., Omics: Deep exome analysis., Omics: CRISPR phenotypic screen., Population: 
Caucasian., Part of: NCI RAS program mutant KRAS cell line panel., Part of: MD Anderson 
Cell Lines Project., Part of: KuDOS 95 cell line panel., Part of: COSMIC cell lines project., 
Part of: Cancer Dependency Map project (DepMap) (includes Cancer Cell Line 
Encyclopedia - CCLE).

Category: Cancer cell line

Name: LoVo

Synonyms: LOVO

Cross References: BTO:BTO_0000666, CLO:CLO_0007377, CLO:CLO_0007378, 
CLO:CLO_0050632, EFO:EFO_0006639, MCCL:MCC:0000293, CLDB:cl3248, 
CLDB:cl3249, CLDB:cl3250, CLDB:cl4981, AddexBio:C0009011/380, ArrayExpress:E-MTAB-
783, ArrayExpress:E-MTAB-2706, ArrayExpress:E-MTAB-2770, ArrayExpress:E-MTAB-
3610, ATCC:CCL-229, BCRC:60148, BCRJ:0332, BioGRID_ORCS_Cell_line:405, 
BioSample:SAMN03470964, BioSample:SAMN03471476, BioSample:SAMN03472104, 
BioSample:SAMN03472362, BioSample:SAMN03473360, BioSample:SAMN05292432, 
BioSample:SAMN10988310, cancercelllines:CVCL_0399, CCLV:CCLV-RIE 1151, 
CCRID:1101HUM-PUMC000164, CCRID:3101HUMSCSP514, CCRID:3101HUMTCHu82, 
CCRID:4201HUM-CCTCC00646, CCTCC:GDC0186, Cell_Model_Passport:SIDM00839, 
ChEMBL-Cells:CHEMBL3307691, ChEMBL-Targets:CHEMBL614721, CLS:300266, 
ColonAtlas:LOVO, Cosmic:711256, Cosmic:720330, Cosmic:724842, Cosmic:738931, 
Cosmic:873702, Cosmic:876724, Cosmic:887220, Cosmic:889534, Cosmic:897741, 
Cosmic:905003, Cosmic:907790, Cosmic:913886, Cosmic:948858, Cosmic:985997, 
Cosmic:995396, Cosmic:1043567, Cosmic:1057754, Cosmic:1066209, Cosmic:1122327, 
Cosmic:1132566, Cosmic:1132691, Cosmic:1184084, Cosmic:1184329, Cosmic:1187308, 
Cosmic:1223145, Cosmic:1312303, Cosmic:1466817, Cosmic:1479597, Cosmic:1482522, 
Cosmic:1486133, Cosmic:1524331, Cosmic:1552182, Cosmic:1571770, Cosmic:1676729, 
Cosmic:1609489, Cosmic:1708412, Cosmic:1803948, Cosmic:1927244, Cosmic:1945867, 
Cosmic:1995488, Cosmic:2267319, Cosmic:2301996, Cosmic:2389574, Cosmic:2588707, 
Cosmic:2646767, Cosmic:2651865, Cosmic:2664049, Cosmic:2667975, Cosmic:2760062, 
Cosmic:2787548, Cosmic:2800576, Cosmic-CLP:907790, DepMap:ACH-000950, 
DSMZ:ACC-350, DSMZCellDive:ACC-350, ECACC:87060101, EGA:EGAS00001000610, 
EGA:EGAS00001000978, EGA:EGAS00001002554, ENCODE:ENCBS024NHD, 
ENCODE:ENCBS080BPN, GDSC:907790, GEO:GSM206517, GEO:GSM274719, 
GEO:GSM274720, GEO:GSM274729, GEO:GSM513820, GEO:GSM514296, 
GEO:GSM741268, GEO:GSM784014, GEO:GSM887274, GEO:GSM888349, 
GEO:GSM1346882, GEO:GSM1374627, GEO:GSM1374628, GEO:GSM1374629, 
GEO:GSM1374630, GEO:GSM1448163, GEO:GSM1670055, GEO:GSM2550007, 
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Ratings and Alerts

No rating or validation information has been found for LoVo.

Warning:  Discontinued: TKG; TKG 0344 
Omics: Transcriptome analysis by RNAseq., Omics: Transcriptome analysis by microarray., 
Omics: SNP array analysis., Omics: shRNA library screening., Omics: Protein expression by 
reverse-phase protein arrays., Omics: N-glycan profiling., Omics: miRNA expression 
profiling., Omics: DNA methylation analysis., Omics: Deep quantitative proteome analysis., 
Omics: Deep quantitative phosphoproteome analysis., Omics: Deep proteome analysis., 
Omics: Deep exome analysis., Omics: CRISPR phenotypic screen., Population: Caucasian., 
Part of: NCI RAS program mutant KRAS cell line panel., Part of: MD Anderson Cell Lines 
Project., Part of: KuDOS 95 cell line panel., Part of: COSMIC cell lines project., Part of: 
Cancer Dependency Map project (DepMap) (includes Cancer Cell Line Encyclopedia - 
CCLE).
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