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LoVo

RRID:CVCL_0399
Type: Cell Line

Proper Citation
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Ratings and Alerts
No rating or validation information has been found for LoVo.

Warning: Discontinued: TKG; TKG 0344

Omics: Transcriptome analysis by RNAseq., Omics: Transcriptome analysis by microarray.,
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Part of: NCI RAS program mutant KRAS cell line panel., Part of: MD Anderson Cell Lines
Project., Part of: KuDOS 95 cell line panel., Part of: COSMIC cell lines project., Part of:
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