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HT-1080

RRID:CVCL_0317
Type: Cell Line

Proper Citation

(RRID:CVCL_0317)

Cell Line Information

URL.: https://web.expasy.org/cellosaurus/CVCL 0317

Proper Citation: (RRID:CVCL_0317)
Sex: Male

Defining Citation: PMID:375235, PMID:3335022, PMID:3413074, PMID:3558490,
PMID:3986962, PMID:4132053, PMID:6538202, PMID:6652615, PMID:11416159,
PMID:11668190, PMID:12068308, PMID:17254797, PMID:20164919, PMID:20215515,
PMID:22282976, PMID:22460905, PMID:24726063, PMID:25485619, PMID:25877200,
PMID:26351324, PMID:26368816, PMID:26589293, PMID:27397505, PMID:28196595,
PMID:30894373, PMID:31068700, PMID:31978347, PMID:35839778

Comments: Omics: Transcriptome analysis by RNAseq., Omics: Transcriptome analysis by
microarray., Omics: SNP array analysis., Omics: Protein expression by reverse-phase
protein arrays., Omics: DNA methylation analysis., Omics: Deep quantitative proteome
analysis., Omics: Deep exome analysis., Population: Caucasian., Part of: Naval Biosciences
Laboratory (NBL) collection (transferred to ATCC in 1982)., Part of: MD Anderson Cell Lines
Project., Part of: ENCODE project common cell types; tier 3., Part of: COSMIC cell lines
project., Part of: Cancer Dependency Map project (DepMap) (includes Cancer Cell Line
Encyclopedia - CCLE).

Category: Cancer cell line
Name: HT-1080
Synonyms: Ht-1080, HT 1080, HT1080, HT 1080.T

Cross References: BTO:BTO_0001282, CLO:CLO_0004266, CLO:CLO_0004276,
EFO:EFO_0002059, EFO:EFO_0022394, MCCL:MCC:0000210, CLDB:cl1735,
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Ratings and Alerts




No rating or validation information has been found for HT-1080.

Warning: Discontinued: ATCC; CRL-7951

Omics: Transcriptome analysis by RNAseq., Omics: Transcriptome analysis by microarray.,
Omics: SNP array analysis., Omics: Protein expression by reverse-phase protein arrays.,
Omics: DNA methylation analysis., Omics: Deep quantitative proteome analysis., Omics:
Deep exome analysis., Population: Caucasian., Part of: Naval Biosciences Laboratory (NBL)
collection (transferred to ATCC in 1982)., Part of: MD Anderson Cell Lines Project., Part of:
ENCODE project common cell types; tier 3., Part of: COSMIC cell lines project., Part of:
Cancer Dependency Map project (DepMap) (includes Cancer Cell Line Encyclopedia -
CCLE). Warning: Discontinued: RCB; RCB1956

Omics: Transcriptome analysis by RNAseq., Omics: Transcriptome analysis by microarray.,
Omics: SNP array analysis., Omics: Protein expression by reverse-phase protein arrays.,
Omics: DNA methylation analysis., Omics: Deep quantitative proteome analysis., Omics:
Deep exome analysis., Population: Caucasian., Part of: Naval Biosciences Laboratory (NBL)
collection (transferred to ATCC in 1982)., Part of: MD Anderson Cell Lines Project., Part of:
ENCODE project common cell types; tier 3., Part of: COSMIC cell lines project., Part of:
Cancer Dependency Map project (DepMap) (includes Cancer Cell Line Encyclopedia -
CCLE).
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