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A-375

RRID:CVCL_0132
Type: Cell Line

Proper Citation

(RRID:CVCL_0132)

Cell Line Information

URL.: https://web.expasy.org/cellosaurus/CVCL 0132

Proper Citation: (RRID:CVCL_0132)
Sex: Female

Defining Citation: PMID:77569, PMID:265522, PMID:327080, PMID:375235, PMID:833871,
PMID:1832891, PMID:3518877, PMID:4357758, PMID:6220172, PMID:6500159,
PMID:6584666, PMID:6954533, PMID:9670966, PMID:9973934, PMID:10497214,
PMID:12068308, PMID:14871852, PMID:15009714, PMID:15467732, PMID:17308088,
PMID:18172304, PMID:19727395, PMID:20164919, PMID:20215515, PMID:21343389,
PMID:21424129, PMID:21673604, PMID:21857157, PMID:22178978, PMID:22282976,
PMID:22460905, PMID:23039341, PMID:24581590, PMID:25056119, PMID:25485619,
PMID:25877200, PMID:25960936, PMID:26405815, PMID:26589293, PMID:26673621,
PMID:27397505, PMID:28196595, PMID:29275043, PMID:29492214, PMID:29605720,
PMID:30894373, PMID:30971826, PMID:31068700, PMID:31978347, PMID:35128241,
PMID:35839778

Comments: Omics: Transcriptome analysis by RNAseq., Omics: Transcriptome analysis by
microarray., Omics: SNP array analysis., Omics: Secretome proteome analysis., Omics:
Proteome analysis by 2D-DE/MS., Omics: Protein expression by reverse-phase protein
arrays., Omics: DNA methylation analysis., Omics: Deep quantitative proteome analysis.,
Omics: Deep proteome analysis., Omics: Deep phosphoproteome analysis., Omics: Deep
exome analysis., Omics: CRISPR phenotypic screen., Omics: Array-based CGH.,
Population: Caucasian., Part of: Naval Biosciences Laboratory (NBL) collection (transferred
to ATCC in 1982)., Part of: MD Anderson Cell Lines Project., Part of: COSMIC cell lines
project., Part of: Cancer Dependency Map project (DepMap) (includes Cancer Cell Line
Encyclopedia - CCLE).
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Category: Cancer cell line
Name: A-375
Synonyms: A 375, A375, A375-MEL, A375-mel, A375mel, 375

Cross References: BTO:BTO_0002806, CLO:CLO_0001544, CLO:CLO_0001581,
CLO:CLO_0001582, EFO:EFO_0002103, MCCL:MCC:0000024, CLDB:cl198, CLDB:cl199,
Abcam:ab275461, AddexBio:C0020004/4992, ArrayExpress:E-MTAB-38, ArrayExpress:E-
MTAB-783, ArrayExpress:E-MTAB-2706, ArrayExpress:E-MTAB-2770, ArrayExpress:E-
MTAB-3610, ATCC:CRL-1619, ATCC:CRL-7904, BCRC:60039, BCRJ:0278,
BioGRID_ORCS_Cell_line:44, BioSample:SAMNO03472142, BioSample:SAMN05292441,
BioSample:SAMNO07709998, BioSample:SAMNO07709999, BioSample:SAMNO07710000,
BioSample:SAMNO07710001, BioSample:SAMNO07710002, BioSample:SAMNO07710003,
BioSample:SAMNO07710004, BioSample:SAMN10988347, cancercelllines:CVCL_0132,
CCRID:1101HUM-PUMC000126, CCRID:1101HUM-PUMCO000327,
CCRID:3101HUMSCSP533, CCRID:3101HUMTCHu155, CCRID:4201HUM-CCTCC00285,
CCTCC:GDCO0285, CCTCC:GDCO0314, Cell_Model_Passport:SIDM00795, CGH-DB:9313-4,
ChEMBL-Cells:CHEMBL3308077, ChEMBL-Targets:CHEMBL613859, CLS:300110,
Cosmic:686480, Cosmic:687431, Cosmic:706114, Cosmic:876698, Cosmic:888861,
Cosmic:897482, Cosmic:897735, Cosmic:905226, Cosmic:906793, Cosmic:928688,
Cosmic:933003, Cosmic:1006556, Cosmic:1022280, Cosmic:1054855, Cosmic:1132587,
Cosmic:1155278, Cosmic:1211162, Cosmic:1303032, Cosmic:1458961, Cosmic:1459655,
Cosmic:1477406, Cosmic:1481413, Cosmic:1507620, Cosmic:1537486, Cosmic:1555009,
Cosmic:1669118, Cosmic:1812178, Cosmic:1888914, Cosmic:1890486, Cosmic:1989294,
Cosmic:1995332, Cosmic:2036699, Cosmic:2230112, Cosmic:2233660, Cosmic:2479252,
Cosmic:2791113, Cosmic-CLP:906793, DepMap:ACH-000219, ECACC:88113005,
EGA:EGAS00001000610, EGA:EGAS00001000978, EGA:EGAS00001002554,
ENCODE:ENCBS606AAA, ENCODE:ENCBS607AAA, GDSC:906793, GEO:GSM206443,
GEO:GSM218051, GEO:GSM274681, GEO:GSM276771, GEO:GSM555121,
GEO:GSM555173, GEO:GSM827158, GEO:GSM886854, GEO:GSM887919,
GEO:GSM952580, GEO:GSM1092559, GEO:GSM1138787, GEO:GSM1177892,
GEO:GSM1177893, GEO:GSM1374382, GEO:GSM1669582, GEO:GSM1671962,
GEO:GSM1671967, GEO:GSM1671977, GEO:GSM1671981, GEO:GSM1671982,
GEO:GSM1671987, GEO:GSM1671990, GEO:GSM1672001, GEO:GSM1672004,
GEO:GSM1672007, GEO:GSM1672011, GEO:GSM1672017, GEO:GSM1672024,
GEO:GSM1672027, GEO:GSM1672030, GEO:GSM1672039, GEO:GSM1672051,
GEO:GSM1672062, GEO:GSM1672067, GEO:GSM1672078, GEO:GSM1672097,
GEO:GSM1672102, GEO:GSM1672119, GEO:GSM1672135, GEO:GSM3039510,
GEO:GSM3039516, GEO:GSM3039517, GEO:GSM3039518, IARC _TP53:21163,
IBRC:C10141, IGRhCellID:A375, IZSLER:BS TCL 88, KCB:KCB 99003YJ,
LiGeA:CCLE_226, LINCS_HMS:50060, LINCS LDP:LCL-1235, Lonza:970,
NCBI_Iran:C136, PharmacoDB:A375 42 2019, PRIDE:PXD001485, PRIDE:PXD004343,
PRIDE:PXD005912, PRIDE:PXD007265, PRIDE:PXD021877, PRIDE:PXD022992,
PRIDE:PXD025255, PRIDE:PXD025881, PRIDE:PXD026952, PRIDE:PXD027886,
PRIDE:PXD028863, PRIDE:PXD030304, Progenetix:CVCL_0132,




PubChem_Cell_line:CVCL_0132, Ubigene:YC-C036, Wikidata:Q54605986
ID: CVCL_0132
Record Creation Time: 20250131T193537+0000
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Ratings and Alerts
No rating or validation information has been found for A-375.

Warning: Discontinued: ATCC; CRL-7904

Omics: Transcriptome analysis by RNAseq., Omics: Transcriptome analysis by microarray.,
Omics: SNP array analysis., Omics: Secretome proteome analysis., Omics: Proteome
analysis by 2D-DE/MS., Omics: Protein expression by reverse-phase protein arrays., Omics:
DNA methylation analysis., Omics: Deep quantitative proteome analysis., Omics: Deep
proteome analysis., Omics: Deep phosphoproteome analysis., Omics: Deep exome
analysis., Omics: CRISPR phenotypic screen., Omics: Array-based CGH., Population:
Caucasian., Part of: Naval Biosciences Laboratory (NBL) collection (transferred to ATCC in
1982)., Part of: MD Anderson Cell Lines Project., Part of: COSMIC cell lines project., Part of:
Cancer Dependency Map project (DepMap) (includes Cancer Cell Line Encyclopedia -
CCLE).

Data and Source Information

Source: Cellosaurus

Usage and Citation Metrics
We found 3383 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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