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Proper Citation: (RRID:CVCL_0062)
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Comments: Anecdotal: Used in a study utilising the fruit fly's olfactory system to detect
cancer cells (PubMed=24389870)., Omics: Transcriptome analysis by RNAseq., Omics:
Transcriptome analysis by microarray., Omics: SNP array analysis., Omics: Secretome
proteome analysis., Omics: Protein expression by reverse-phase protein arrays., Omics: N-
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glycan profiling., Omics: miRNA expression profiling., Omics: Metabolome analysis., Omics:
IncRNA expression profiling., Omics: H4K8ac ChIP-seq epigenome analysis., Omics:
H3K9me3 ChIP-seq epigenome analysis., Omics: H3K9ac ChIP-seq epigenome analysis.,
Omics: H3K79me2 ChiIP-seq epigenome analysis., Omics: H3K4me3 ChlP-seq epigenome
analysis., Omics: H3K4mel ChlP-seq epigenome analysis., Omics: H3K36me3 ChiIP-seq
epigenome analysis., Omics: H3K27me3 ChlP-seq epigenome analysis., Omics: H3K27ac
ChlP-seq epigenome analysis., Omics: H3K23ac ChlIP-seq epigenome analysis., Omics:
H2BK120ub ChIP-seq epigenome analysis., Omics: Glycoproteome analysis by proteomics.,
Omics: Fluorescence phenotype profiling., Omics: Exosome proteome analysis., Omics:
DNA methylation analysis., Omics: Deep quantitative proteome analysis., Omics: Deep
proteome analysis., Omics: Deep exome analysis., Omics: CRISPR phenotypic screen.,
Omics: CNV analysis., Omics: Cell surface proteome., Omics: Chromatin accessibility by
ATAC-seq., Omics: Array-based CGH., Population: Caucasian., Part of: NCI-60 cancer cell
line panel., Part of: MD Anderson Cell Lines Project., Part of: KuDOS 95 cell line panel., Part
of: JFCR45 cancer cell line panel., Part of: JFCR39 cancer cell line panel., Part of: ICBP43
breast cancer cell line panel., Part of: JWGray breast cancer cell line panel., Part of:
ENCODE project common cell types; tier 3., Part of: COSMIC cell lines project., Part of:
Cancer Dependency Map project (DepMap) (includes Cancer Cell Line Encyclopedia -
CCLE)., Group: Triple negative breast cancer (TNBC) cell line.

Category: Cancer cell line
Name: MDA-MB-231

Synonyms: MDA _MB_231, MDA-MB 231, MDA.MB.231, MDA MB 231, MDA MB231, MDA
Mb231, MDA-MB231, MDAMB-231, MDAMB231, MDA-231, MDA-231P, MDA231, MDA231-
BRE, MB231, MD Anderson-Metastatic Breast-231

Cross References: BTO:BTO_0000815, CLO:CLO_0007634, CLO:CLO_0037291,
EFO:EFO_0001209, MCCL:MCC:0000313, CLDB:cl3402, CLDB:cl3404, CLDB:cl3405,
CLDB:cl4945, AddexBio:C0006002/58, ArrayExpress:E-MTAB-783, ArrayExpress:E-MTAB-
2706, ArrayExpress:E-MTAB-2770, ArrayExpress:E-MTAB-3610, ArrayExpress:E-MTAB-
11134, ArrayExpress:E-TABM-157, ArrayExpress:E-TABM-244, ATCC:HTB-26, ATCC:CRM-
HTB-26, BCRC:60425, BCRJ:0164, BioGRID_ORCS_Cell_line:554,
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Cosmic:897423, Cosmic:904377, Cosmic:905960, Cosmic:934536, Cosmic:944294,
Cosmic:974235, Cosmic:991324, Cosmic:997929, Cosmic:1010924, Cosmic:1018477,
Cosmic:1027053, Cosmic:1044226, Cosmic:1046950, Cosmic:1047693, Cosmic:1071900,
Cosmic:1092613, Cosmic:1136369, Cosmic:1152528, Cosmic:1175833, Cosmic:1176602,
Cosmic:1176636, Cosmic:1183773, Cosmic:1219444, Cosmic:1287926, Cosmic:1289395,
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Cosmic:2560256, Cosmic-CLP:905960, DepMap:ACH-000768, DSMZ:ACC-732,
DSMZCellDive:ACC-732, ECACC:92020424, EGA:EGAS00001000610,
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Ratings and Alerts
No rating or validation information has been found for MDA-MB-231.

Warning: Discontinued: ATCC; CRL-12532




Anecdotal: Used in a study utilising the fruit fly's olfactory system to detect cancer cells
(PubMed=24389870)., Omics: Transcriptome analysis by RNAseq., Omics: Transcriptome
analysis by microarray., Omics: SNP array analysis., Omics: Secretome proteome analysis.,
Omics: Protein expression by reverse-phase protein arrays., Omics: N-glycan profiling.,
Omics: miRNA expression profiling., Omics: Metabolome analysis., Omics: INCRNA
expression profiling., Omics: H4K8ac ChlIP-seq epigenome analysis., Omics: H3K9me3
ChlP-seq epigenome analysis., Omics: H3K9ac ChlP-seq epigenome analysis., Omics:
H3K79me2 ChlP-seq epigenome analysis., Omics: H3K4me3 ChlP-seq epigenome
analysis., Omics: H3K4mel ChIP-seq epigenome analysis., Omics: H3K36me3 ChiIP-seq
epigenome analysis., Omics: H3K27me3 ChIP-seq epigenome analysis., Omics: H3K27ac
ChIP-seq epigenome analysis., Omics: H3K23ac ChIP-seq epigenome analysis., Omics:
H2BK120ub ChlIP-seq epigenome analysis., Omics: Glycoproteome analysis by proteomics.,
Omics: Fluorescence phenotype profiling., Omics: Exosome proteome analysis., Omics:
DNA methylation analysis., Omics: Deep quantitative proteome analysis., Omics: Deep
proteome analysis., Omics: Deep exome analysis., Omics: CRISPR phenotypic screen.,
Omics: CNV analysis., Omics: Cell surface proteome., Omics: Chromatin accessibility by
ATAC-seq., Omics: Array-based CGH., Population: Caucasian., Part of: NCI-60 cancer cell
line panel., Part of: MD Anderson Cell Lines Project., Part of: KuDOS 95 cell line panel., Part
of: JFCR45 cancer cell line panel., Part of: JFCR39 cancer cell line panel., Part of: ICBP43
breast cancer cell line panel., Part of: JWGray breast cancer cell line panel., Part of:
ENCODE project common cell types; tier 3., Part of: COSMIC cell lines project., Part of:
Cancer Dependency Map project (DepMap) (includes Cancer Cell Line Encyclopedia -
CCLE)., Group: Triple negative breast cancer (TNBC) cell line.
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