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U20S

RRID:CVCL_0042
Type: Cell Line

Proper Citation

(RRID:CVCL_0042)

Cell Line Information

URL.: https://web.expasy.org/cellosaurus/CVCL 0042

Proper Citation: (RRID:CVCL_0042)
Sex: Female

Defining Citation: PMID:77569, PMID:833871, PMID:2233717, PMID:2823272,
PMID:3518877, PMID:6081590, PMID:7017212, PMID:8040301, PMID:8275086,
PMID:8617485, PMID:12645653, PMID:15150091, PMID:15736406, PMID:17354236,
PMID:17981215, PMID:18359981, PMID:19787792, PMID:20164919, PMID:20215515,
PMID:21519327, PMID:22068332, PMID:22278370, PMID:22460905, PMID:23144859,
PMID:23649806, PMID:24136885, PMID:24618588, PMID:25485619, PMID:25877200,
PMID:25894527, PMID:25960936, PMID:26351324, PMID:26589293, PMID:27397505,
PMID:28196595, PMID:29853780, PMID:30894373, PMID:31068700, PMID:31978347,
PMID:35839778

Comments: Omics: Virome analysis using proteomics., Omics: Transcriptome analysis by
RNAseq., Omics: Transcriptome analysis by microarray., Omics: SNP array analysis.,
Omics: Protein expression by reverse-phase protein arrays., Omics: Metabolome analysis.,
Omics: DNA methylation analysis., Omics: Deep quantitative proteome analysis., Omics:
Deep proteome analysis., Omics: Deep exome analysis., Omics: Deep antibody staining
analysis., Omics: Cell surface proteome., Omics: Array-based CGH., Population:
Caucasian., Part of: MD Anderson Cell Lines Project., Part of: ENCODE project common cell
types; tier 3., Part of: COSMIC cell lines project., Part of: Cancer Dependency Map project
(DepMap) (includes Cancer Cell Line Encyclopedia - CCLE).

Category: Cancer cell line
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Name: U20S
Synonyms: U-2 OS, U-20S, U-2-0S, U2-0S, U20-S, U20S, 2T

Cross References: BTO:BTO_0001938, CLO:CLO_0001272, CLO:CLO_0009454,
EFO:EFO_0002869, MCCL:MCC:0000468, CLDB:cl53, CLDB:cl4579, CLDB:cl4580,
CLDB:cl4581, CLDB:cl7217, 4ADN:4DNSR3V9ST6H, Abcam:ab263976, Abcam:ab279979,
ArrayExpress:E-MTAB-783, ArrayExpress:E-MTAB-2706, ArrayExpress:E-MTAB-2770,
ArrayExpress:E-MTAB-3610, ATCC:HTB-96, BCRC:60187, BCRJ:0304,
BioGRID_ORCS_Cell_line:265, BioSample:SAMNO03472549, BioSample:SAMNO03472766,
BioSample:SAMN10987914, cancercelllines:CVCL_0042, CCRID:1101HUM-PUMCO000028,
CCRID:3101HUMSCSP5030, CCRID:3101HUMTCHu88, CCRID:4201HUM-CCTCC00626,
CCRID:5301HUM-KCB09062YJ, Cell_Model_Passport:SIDM01191, ChEMBL-
Cells:CHEMBL3307757, ChEMBL-Targets:CHEMBL615023, CLS:300364, Cosmic:687934,
Cosmic:755312, Cosmic:909776, Cosmic:931038, Cosmic:931909, Cosmic:1044081,
Cosmic:1044268, Cosmic:1066238, Cosmic:1074397, Cosmic:1078392, Cosmic:1082493,
Cosmic:1097758, Cosmic:1529905, Cosmic:1733128, Cosmic:2009542, Cosmic:2301583,
Cosmic:2440477, Cosmic:2816207, Cosmic-CLP:909776, DepMap:ACH-000364,
DSMZ:ACC-785, DSMZCellDive:ACC-785, ECACC:92022711, EGA:EGAS00001000610,
EGA:EGAS00001000978, ENCODE:ENCBS200HLU, ENCODE:ENCBS266AAA,
ENCODE:ENCBS953RZ0O, GDSC:909776, GEO:GSE54820, GEO:GSM170250,
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Ratings and Alerts

No rating or validation information has been found for U20S.

No alerts have been found for U20S.

Data and Source Information

Source: Cellosaurus

Usage and Citation Metrics
We found 8717 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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