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ISL1-Cre
RRID:NSRRC_0040
Type: Organism

Proper Citation

RRID:NSRRC_0040

Organism Information

URL: https://nsrrc.missouri.edu/StrainAvail/

Proper Citation: RRID:NSRRC_0040

Description: Application: Cardiovascular

Species: Sus scrofa

Notes: Application: Cardiovascular

Phenotype: congential heart defects

Affected Gene: ISL1

Genomic Alteration: Transgene: ISL1 - tissue specific expression of CRE

Catalog Number: 40

Background: outbred

Database: NSRRC, National Swine Resource and Research Center (NSRRC)

Database Abbreviation: NSRRC

Organism Name: ISL1-Cre

Record Creation Time: 20230226T235432+0000

Record Last Update: 20260829T225921+0000

Ratings and Alerts

No rating or validation information has been found for ISL1-Cre.

No alerts have been found for ISL1-Cre.

https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_154697-1/NSRRC_0040/resolver
https://nsrrc.missouri.edu/StrainAvail/


Data and Source Information

Source: Integrated Animals

Source Database: NSRRC, National Swine Resource and Research Center (NSRRC)

Usage and Citation Metrics

We found 12 mentions in open access literature.
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