
Resource Summary Report

Generated by SPARC SAWG on Jul 28, 2026

Stanford SCG Bioinformatics Cluster
RRID:SCR_026876
Type: Tool

Proper Citation

Stanford SCG Bioinformatics Cluster (RRID:SCR_026876)

Resource Information

URL: https://login.scg.stanford.edu

Proper Citation: Stanford SCG Bioinformatics Cluster (RRID:SCR_026876)

Description: High-performance computing facility. Its resources have been designed to
support labs engaged in genetics and bioinformatics research, but are open to anyone on
campus. The Stanford SCG Bioinformatics Cluster is optimized to support large memory,
single-node threaded applications as well as applications and workflows that require many
small files.

Abbreviations: SCG

Synonyms: SCG Cluster, Stanford University SCG Cluster, Stanford Genomics cluster,
Stanford SCG Informatics Cluster

Resource Type: computational service resource

Keywords: high-performance computing, support large memory, single-node threaded
applications

Availability: Restricted

Resource Name: Stanford SCG Bioinformatics Cluster

Resource ID: SCR_026876

Old URLs: https://scg.stanford.edu, https://med.stanford.edu/gbsc/services/scg-
cluster/scg-cluster.html

Record Creation Time: 20250501T080713+0000

Record Last Update: 20260725T191530+0000

Ratings and Alerts

https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/SCR_026876/resolver
https://login.scg.stanford.edu


No rating or validation information has been found for Stanford SCG Bioinformatics
Cluster.

No alerts have been found for Stanford SCG Bioinformatics Cluster.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We have not found any literature mentions for this resource.

https://scicrunch.org/sawg/rin/sources/SCR_005400

