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Proper Citation

R2 Genomics Analysis and Visualization Platform (RRID:SCR_025770)

Resource Information

URL: https://r2.amc.nl

Proper Citation: R2 Genomics Analysis and Visualization Platform (RRID:SCR_025770)

Description: Platform for genomic analysis. Open access online genomics datascience
and discovery platform designed to assist the bio-medical researchers with limited to no
Bioinformatics skills to perform data mining tasks in the omics field.

Resource Type: data or information resource, portal, topical portal

Keywords: genomic analysis, genomics datascience, discovery platform, perform data
mining tasks, omics

Availability: Free, Freely available

Resource Name: R2 Genomics Analysis and Visualization Platform

Resource ID: SCR_025770

Alternate URLs: https://hgserver1.amc.nl, https://r2platform.com

Record Creation Time: 20240921T053245+0000

Record Last Update: 20260808T190726+0000

Ratings and Alerts

No rating or validation information has been found for R2 Genomics Analysis and
Visualization Platform.

No alerts have been found for R2 Genomics Analysis and Visualization Platform.

Data and Source Information

https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/SCR_025770/resolver
https://r2.amc.nl


Source: SciCrunch Registry

Usage and Citation Metrics

We found 1558 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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Lin NY, et al. (2026) O-GlcNAcylation expression predicts a favorable prognosis and
mitigates malignant phenotypes via MYCN suppression in neuroblastoma. Molecular and
cellular pediatrics, 13(1), 5.

Adamska A, et al. (2026) GSPT1-specific protein degradation is effective in preclinical
models of chemoresistant MYCN-amplified neuroblastoma. Journal of experimental &
clinical cancer research : CR, 45(1), 58.
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Weigl EJ, et al. (2026) Proteasome Targeting with Carfilzomib Induces Reactive Oxygen
Species-Mediated Apoptosis in Hepatoblastoma. Cells, 15(10).

Khurana TK, et al. (2026) Scalable longitudinal imaging and transcriptomics of cells in
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neuroblastoma. Scientific reports, 16(1), 5255.
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Integrative Transcriptomic Analysis in Osteosarcoma. International journal of molecular
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