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Abagen

RRID:SCR_023832
Type: Tool

Proper Citation

Abagen (RRID:SCR_023832)

Resource Information

URL: https://abagen.readthedocs.io/en/stable/

Proper Citation: Abagen (RRID:SCR_023832)

Description: Software package provides Python interface for aquiring and analyzing Allen
Human Brain Atlas microarray expression data.Includes reproducible workflow for
processing microarray expression data for further analysis.Used for the Allen Brain Atlas
genetics data.

Resource Type: software application, software resource, data processing software, data
analysis software

Keywords: Allen Human Brain Atlas, Allen Brain Atlas genetics data, genetics data,
microarray expression data,

Availability: Free, Available for download, Freely available
Resource Name: Abagen

Resource ID: SCR_023832

Record Creation Time: 20230721T050220+0000

Record Last Update: 20260728T043702+0000

Ratings and Alerts
No rating or validation information has been found for Abagen.

No alerts have been found for Abagen.

Data and Source Information


https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/SCR_023832/resolver
https://abagen.readthedocs.io/en/stable/

Source: SciCrunch Registry

Usage and Citation Metrics
We found 14 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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e70046.
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Broce 1J, et al. (2024) C9orf72 gene networks in the human brain correlate with cortical
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journal of the Alzheimer's Association, 20(9), 6305.
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brain anatomy. bioRxiv : the preprint server for biology.




