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Amsterdam Decoding And Modeling

RRID:SCR_022172
Type: Tool

Proper Citation

Amsterdam Decoding And Modeling (RRID:SCR_022172)

Resource Information

URL: https://github.com/fahrenfort/ADAM

Proper Citation: Amsterdam Decoding And Modeling (RRID:SCR_022172)

Description: Software Matlab based MVPA toolbox for EEG analyses. Allows direct
comparison of ERP/ERF results to MVPA results using any dataset in standard EEGLAB
or Fieldtrip format. Performs and visualizes multiple comparison corrected group decoding
and forward encoding results in variety of ways, such as classifier performance across
time, temporal generalization (time-by-time) matrices of classifier performance, channel
tuning functions (CTFs) and topographical maps of (forward-transformed) classifier
weights.

Abbreviations: ADAM
Synonyms: ADAM toolbox

Resource Type: data analysis software, software resource, software application, data
processing software, software toolkit

Defining Citation: PMID:30018529

Keywords: multivariate pattern analysis, electroencephalography (EEG),
magnetoencephalography (MEG)

Funding: CO European Research Council Consolidator
Availability: Free, Available for download, Freely available
Resource Name: Amsterdam Decoding And Modeling
Resource ID: SCR_022172

License: GNU GPL v3.0



https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/SCR_022172/resolver
https://github.com/fahrenfort/ADAM
https://pubmed.ncbi.nlm.nih.gov/30018529

Record Creation Time: 20220421T050139+0000

Record Last Update: 20260728T043638+0000

Ratings and Alerts

No rating or validation information has been found for Amsterdam Decoding And
Modeling.

No alerts have been found for Amsterdam Decoding And Modeling.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 23 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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protocols, 3(2), 101399.

Takacs A, et al. (2021) Neurophysiological mechanisms underlying motor feature binding
processes and representations. Human brain mapping, 42(5), 1313.

Lee KW, et al. (2021) Utilizing Red Spotted Apollo Butterfly Transcriptome to Identify
Antimicrobial Peptide Candidates against Porphyromonas gingivalis. Insects, 12(5).



https://scicrunch.org/sawg/rin/sources/SCR_005400
https://scicrunch.org/sawg/data/record/nlx_144509-1/SCR_022172/resolver/mentions

Fu Z, et al. (2020) A residual dense network assisted sparse view reconstruction for breast
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244,
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Exposito RR, et al. (2018) HSRA: Hadoop-based spliced read aligner for RNA sequencing
data. PloS one, 13(7), e0201483.
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